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vide a medium for exchange of ideas by experimenters and those concerned pri- 
marily with analysis and the development of statistical methodology. 

_. Original papers, and authoritative expository or review articles or critiques, 
= be accepted for publication in Bigmetrics if judged consistent with these gen- 
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Technical notes or problems for consideration under the heading of Queries 
and Notes are invited. 
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INTRODUCTION 


We are deeply indebted to Professor Horace W. Norton, who 
annually undertakes the necessary but laborious task of indexing 
Biometrics, for preparing this 20-year subject index covering Volumes 1 
and 2 of Biometrics Bulletin and Volumes 3-20 of Biometrics. The 
preparation of indexes is widely regarded as one of the most tedious 
and unrewarding forms of literary activity, and we are fortunate to 
have enjoyed for so many years the services of so willing and efficient 
a compiler as Professor Norton. 

To supplement Professor Norton’s index, we have prepared an 
‘annotated author index’ for Volumes 1-20, providing page references, 
with (usually) abbreviated titles for all papers and notes, and some 
queries, with cross-referencing to corrections and other closely related 
contributions. 

The nature of the Queries received by Biometrics has changed 
substantially over the years: during the first few years of the journal’s 
life the ‘Queries Column’ provided for many non-statisticians that 
access to experience that is nowadays, with the large increase in numbers 
of both statisticians and books on statistics, much more directly avail- 
able, so that many of the queries received seem, retrospectively, to 
be straightforward or even trivial. Taken as a body, the answers of 
these years—and particularly the long series of patient and lucid 
explanations supplied by Professor G. W. Snedecor during his tenure 
as Queries Editor—are still of considerable interest, and a systematic 
reading of them would provide a valuable supplement to a first course 
in Biometry, but there seems little point today in indexing them in- 
dividually by title—particularly as some of them cover the ground so 
thoroughly that a title, to be useful, would need to be nearly as long 
as the answer itself (in one case, at least, longer—the answer was ‘ Yes’). 
Since the early 1950’s queries have tended to be more specialized and 
more complicated (and also, unfortunately, fewer in number). I have 
therefore rather arbitrarily chosen to incorporate in the main author 
index all queries from Volume 10 onwards (these are indicated by the 
inclusion before the title of e.g. (Q112)), and to relegate all earlier 
queries to a separate author index of queries, without titles. A few 
earlier queries appear as references in the main index: these are directly 
related, as amplifications, extensions, or corrections, to the papers in 
question. 
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Abstracts have been omitted from the author index. This was 
partly for reasons of space, and partly because most abstracts of value 
sooner or later develop into fully-fledged papers, so that a long-term 
retrospective index is likely to prove of limited value. Such an index 
can be produced later, if there is any appreciable demand for it. 

Book reviews have been omitted from the main author index; 
a separate Reviews Index by reviewers and authors is included. 

I should like to take this opportunity of thanking my former 
secretary, Mrs. J. Kayll, and her successor, Mrs. J. Wardell, for their 
help both in preparing the author index and in the everyday running of 
the Bromerrics office in Aberdeen. 


M. R. Sampford 
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ASHFORD, J. R., Semi-quantal responses in bio-assay: 15, 573 
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tiveness: 18, 212 

—— see also: FEDERER, W. T., 20, 168 and ROBSON, D. S., 
16, 593 
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20, 639 

BAILEY, N. T. J., Testing solubility of maximum likelihood equations: 7, 268 

BAKER, G. A., and BAKER, R. E., Strawberry uniformity trials: 9, 412 

BAKER, R. E., (see BAKER, G. A.).9, 412 

BANCROFT, T. A., Inference for incompletely specified models involving pre- 
liminary tests: 20, 427 

—_—— (see McGUIRE, J. U.) 13, 65 and 14, 432 

BARNETT, V. D., A competing species problem: 18, 76 

BARRACLOUGH, C. G., Multiple slope ratio assays: 11, 186 
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tributions: 9, 354 
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BECHHOFER, R. E., Sequential multiple decision procedure: 14, 408 
and BLUMENTHAL, §&., Sequential multiple decision 
procedure: 18, 52 
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BEHRENS, W.-U., Comparison of means of normal distributions with different 
variances: 20, 16 
BELZ, M., Biometric work in Australia: 3, 179 
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BERRY, G., Tenderometer-yield relationship: 19, 491 
BIGGERS, J. D.,*(see CLARINGBOLD, P. J.) 9, 467 
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BLASER, R. E. (see RIGNEY, J. A.) 4, 234 
BLISS, C. L., Limits for assays: 1, 57 
a 2 X 2 experiments in incomplete groups for assays: 3, 69 
t a Assay of diuretic agents: 8, 237 (see also GREINER, T.) 
— Introductory course in biometry: 11, 213 
Confidence limits for bio-assays: 12, 491 
Bio-assay from a parabola: 13, 35 
First decade of the Biometric Society: 14, 309 
Appreciation of Fisher: 18, 437 
——-— Fisher’s contributions to medicine and bioassay: 20, 273 (see also 
CORRECTION: 20, 666) 
and FISHER, R. A., Fitting the negative binomial distribution: 9, 
176 
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2 and BECKER, W. A., Confidence intervals for genetic heritability: 
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and HAY, W. A., Design for efficient removal of trends: 9, 304 
os and YOULE, P. V., Exploration of response surfaces: 11, 287 
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Sequential medical plans: 8, 188 
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Misclassification in 2 X 2 tables: 10, 478 
Ridit analysis: 14, 18 
(Q 166) Graphical sequential test: 17, 649 
oe (see SHEEHE, P. R.) 17, 405 
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BRUCE, R. A., (see STONE, M.) 17, 33 
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CIMINERA, J. L., and WOLFE, E. K., Extended cross-over designs in comparison 
of insulin mixtures: 9, 431 
CLARKE, G. M., Second set of treatments in Youden square: 19, 98 
CLARKE, P. M., Rectangular lattices with unequal block sizes: 7, 287 
——- Symmetrical slope-ratio assays: 8, 370 
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Abbott’s formula, 18:217 
Absorbing 
barrier, 17:168 
state, 9:285; 18:399,623 
Acceptance area, 6:63,192; 8:185,299; 9:25, and see rejection area, test 
computation, 6:62; 8:185 
Accident, 7:340; 8:275; 9:188,266,486; 10:245; 14:18,50; 18:260, and see Greenwood- 
Yule distribution 
Accuracy, 12:494, and see least squares, precision 
Action, 1:8; 2:111; 5:297; 6:194; 12:68,229, and see conclusion, inference, test 
Actuarial statistics, 1:4; 3:58,129; 8:30,90; 10:308; 14:131,133,529; 16:505,618; 
19:638, and see demography, Gompertz, life table, medicine, morbidity, mortality 
Additivity, 2:24; 3:10,23,40,50; 4:24,254; 5:72,84; 6:8; 7:14; 9:20,290,347,389; 
10:135,145,235,562; 11:110,111,400; 12:229,381; 13:277,454; 14:107,137,467; 
15:156; 17:166,209, and see analysis of variance, hypothesis, model, subtractivity, 
test, transformation 
non-, 3:35; 5:84 
Adjustment, arbitrary, 13:269 
Aerosol, 20:386 
Affinity, 13:98 
Age, skeletal, 17:499 
Aging, 16:129 
Agreement, coefficient of, 13:56; 19:220 
Agronomy, 2:18,36; 3:29,42; 4:132,171,211,234; 5:252; 7:39,247; 8:386; 9:157,296, 
395,498; 10:103,118,160,162,174,304,516; 11:201,231,241,422,431; 12:68; 13: 
267,285,497; 14:572; 15:30; 16:127,580; 17:147,160; 18:625; 19:615; 20:1,309, 
874, and see cereal chemistry, crop, field, guard row, horticulture, long-term 
experiment, Mitscherlich law, pasture experiment, plant spacing, plot size and 
shape, rotation experiment, selection of levels, soil, weed 
Algorithm, 15:237; 19:63,651 
Alias, 6:236; 10:5; 11:483,494; 12:260; 13:412; 15:612; 18:173; 19:661; 20:443 | 
fractional, 20:222 i 
separation of, 6:246 
Allan, F. E., obituary, 9:114 
Allele, 
identification, 12:217 
interaction, 13:409 f 
multiple, 16:235 
number of, 16:61 
random loss of, 16:61 
self-incompatible, 16:61 
Allometry, 4:14; 9:48; 11:344; 13:183; 15:161,165; 16:1,28; 17:634, and see growth, 
morphology 
multivariate, 19:497 
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All-or-none response, see quantal 
Allowances, Tukey’s, 11:29 
Analgesia, 2:87; 8:218; 13:113; 14:21,330; 16:491; 17:178,405,576,657, and see 
pharmacology 
Anesthesia, 16:278; 17:180 
Animal experiment, 2:54; 3:69; 4:5,100; 6:193,319,363; 8:169; 9:430; 10:290,304, 
and see design of experiments, grazing, poultry 
identical twins in, 8:187 
litter mates in, 11:249; 13:222; 16:162,580 
Anthropology, 1:20; 2:50,58,97; 3:193; 4:247; 6:181; 7:122; 11:245; 12:226; 13:183; 
14:438; 18:476, and see demography, medicine 
Antibiotic, 1:10,40; 5:211,317,333; 6:242,325,347; 10:435; 15:92; 17:188; 18:623; 
19:431; 20:576,904 
A posteriori, see posterior 
Approximate 
formula, 2:96; 5:325; 7:266; 8:40,298; 12:165,212,215,302; 13:407; 16:65 
region, 18:358 
significance level, 2:74,112; 3:28,120; 4:263; 5:101, 325; 6:178,191 
Approximation, see stochastic 
A priori, see prior 
Ascertainment, 16:536; 19:325 
Ascorbic acid, see vitamin 
Association, see contingency 
Attenuation, 2:103; 7:36; 12:88 
Average, see mean 
moving, 6:318; 12:509; 15:424, and see interpolation, smoothing, time series, trend 
sample number, 6:65; 8:200; 9:263; 10:312, and see sample size needed 
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Bacteriology, see microbiology 
Balance, 8:170; 13:373; 15:118; 17:406,438,577; 19:400, and see missing data, paired 
comparison, randomized blocks, selection 
complete, 17:407 
partial, 19:99,287 
supplemented, 20:714 
total, 19:99,279 
Bartlett’s test, see homogeneity of variance, multivariate test 
Basis, 13:453; 19:107 
vector, 14:261 
Baule, 18:267 
Bayes, see estimation, inference 
Behavior, 14:134; 15:164; 19:656, and_see social order, sociology 
index of, 17:498 
line of, 19:410 
publishing, 18:73 
sexual, 15:166 
Behrens, Walter-Ulrich, obituary, 18:634 
Bessel function, 18:547,627 
Beta function, see distribution 
Between-block, see interblock 
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Bias, 1:13,49,84; 2:1,3,18,22,41,44,54,76,97,111; 3:26,94; 4:265; 5:31,85,297; 6:13, 


100,155,176; 7:50,160,289,297,310,353; 8:93,234,283,290; 9:1,61,75,258,532; 
10:5,32,119, 141,178,223, 263,305,470,481,545; 12:217,224,455,508; 13:265,343, 
374,551; 14:570; 15:487,623; 16:509,658; 17:18,286,365,434,505,656; 18:73, 
143,181,293,619; 19:187,256,324,352,638; 20:387,431,445,553,888, and see 
Sheppard’s correction 


avoided by randomization, 15:37 


* avoided in sampling, 16:261 


in treatment difference, 18:478 
proportional, 18:482 
Bibliography, 20:252,297,337,366 


| Bioassay, 1:10,39,40,41,51,57,63; 2:30,34,83,96,109; 3:60,62,69,172,173; 4:104,122, 


153,197; 5:83,85,86,87,127,211,261,273,300,317,330,335; 6:99,174,175,176,320, 
322,413,424,432; 7:121,200,295,302,323,327; 8:13,51,120,176,177,206,237,370; 
9:260,266,290,304,390,405,428,431,471; 10:178,185,208,305,306,310,541,555; 11: 
83,240,465,481; 12:40,77,232,311,452; 13:131,149,177,415; 14:462; 15:573; 
16:162,278,382,488,660; 17:35,180,181,184,188,372,500,501; 18:612; 19:118, 
532; 20:274,390,756,770, and see biometry, dose-response curve, extinction time, 
Karber’s method, medial lethal dose, microbiological assay, pharmacology, quantal 
response, Reed-M uench method, score, screening test, selection of dosages, sensitivity 
test, Spearman estimate, standardization, survival timz, time-response curve, 
tolerance, toxicology, iransformation, virology 


analysis of, 12:491, 16:386 


anesthesia, 16:278 
I confidence limits, 12:491 
crossover design, 12:509 


validity, 17:181 


ea design, 11:190; 15:152,551 

direct, 20:760 
distribution-free, 17:184 

ha factorial, 1:62; 2:83; 12:496 

3 human subjects, 8:232 

interassay error, 13:143 


interpretation of, 5:273; 6:100; 11:246; 12:76,491; 16:386 
linearity, 12:499,522 


non-, 5:282; 12:499; 13:35 


of weak preparations, 17:501 


missing data, 12:499 


parabolic response, 13:35 
parallelism, 12:499; 13:35; 19:530 


Ri precision, 13:131,149; 16:386 
a quadratic response, 13:35 


score, 15:635 


sequential, 16:127; 26:913 


precision, 19:130 


. slope-ratio, 11:186; 12:521; 15:307; 19:129 


3 species transferability, 11:88 
triplet, 20:384 


‘3 Biochemistry, 4:52,144,202; 5:329; 6:122,322,327,342,347,395,435; 7:39,133,185,331; 


8:175; 9:431; 11:192; 12:523; 16:279,313; 18:22,257,260,425,522,569; 19:120, 
and see enzymology 
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Biological assay, see bioassay 
Biomathematics, see biometry 
Biometrics, see biometry 
Biometric Society, 3:184; 4:82,145,216,273; 5:90,180,254,341; 6:69,195,300,438; 
7:127,224,303,436; 8:97,180,273,392; 9:111,271,535; 10:189,315,414,571; 11: 
115,252,556; 12:90,235,341,542; 13:119,234,247,423; 14:295,309,442,575; 15: 
168,342,498,643; 16:139,317,493,699; 17:190,334,510,661; 18:129,269,430,635; 
19:202,370,510,668; 20:225,403,667,915 
Biometry, 1:41,47; 2:5,34,48,82,122; 3:61,66,145,172; 4:1,14,91,139,140,141,143,144, 
156,197,217; 5:24,117,142,273,323; 6:75,85,145,183,184,250,320,322,330,342, 
347,395,413; 7:123,134,180,186,227,335,353,391,435; 8:13,91,100,174,210,271, 
307,389,390; 9:47,90,117,201,212,260,275,320,461,471,522; 10:147,172,177,179, 
185,200,227,302,307,308,313,347,361,412; 11:84,183,213,225,243,245,246,247; 
12:334,415,449,475; 13:65,105,111,128,183,408,410; 14:385; 15:99,158,363,389, 
400,591; 16:4,19,161,278,313,314; 17:130,160,220,275; 18:1,418,429; 19: 193; 
20:220,322, and see allometry, bioassay, cohort analysis, consulting, cybernetics, 
growth, hypothesis, law, model, path coefficient, population, repeatability, score, 
Weber fraction 
Biophysics, see biometry 
Birth, 16:308, and see birth-and-death process 
interval, 20:395 
multiple, 16:110, and see zygosity diagnosis 
order, 17:379; 19:666; 20:183,384 
rank, 5:87; 8:112; 9:265; 10:442; 19:324 
rate, 6:252; 7:155; 8:272; 9:212; 17:349; 18:77, and see demography 
Block 
axial, 15:133 
-ing, 15:124,133; 16:583; 19:230,314; 20:230,314,393, and see pairing 
linked, 11:417; 12:369; 13:198 
partially, 11:419 
triangular, 12:369 
orthogonal, 15:134 
principal, 16:691 
size, 10:73,506, and see plot size 
natural, 20:699 
selection of, 20:699 
unequal, 20:393,699 
Blood 
count, 3:175; 6:282,390; 7:171; 8:55; 10:167,222; 13:485; 20:398 
group, 1:20,35; 6:174; 11:250; 15:164; 16:134,490; 20:335,361 
pressure, 17:498; 18:428 
Boolean function, 17:171 
Border, 2:57; 6:203; 9:158; 10:175,297, and see guard row, plot size 
Breeding, see diallel cross, mating : 
animal, 1:27; 2:21,56; 3:54; 4:269; 5:71; 11:95; 12:309; 13:442; 16:408; 17:659; 
18:122,349; 20:900, and see genetics 
cross-, 14:293 
in-, 1:27; 2:21,75; 8:176; 9:344; 10:164,360; 11:139; 12:201,434; 15:140,146; 
17:232,445; 18:233,424; 19:1,495; 20:85,336,510,662, and see parentage, 
relationship 
calculation of, 16:292 
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depression, 16:298 
out-, 17:174 
plant, 1:13; 2:28,36,75,77; 3:180; 4:75,120,261; 5:252; 6:146,166,200,226,318; 
7:18,39,75; 9:39; 10:240,298; 13:442,545,549; 20:13,664 
value, 15:10,377; 17:483; 18:405; 19:278; 20:122 
Brownian motion, 6:183; 9:460; 16:658; 18:185 
Bryology, 16:51 


C 


Calculation, see computation 
Calvert, Mrs., obituary, 9:114 
Cancer, 1:3; 3:123; 4:51,139; 6:103; 8:3,16,90,271,320; 9:278; 10:313,431,540; 
13:149,244,546; 15:87; 16:126,130,308,550; 17:57; 18:323,606,611,620,621,624, 
627; 19:312,368,431,662; 20:399,626,664,845,902,906,914, and see tumor 
immunity, 19:507 
therapy, 18:622; 20;73,139,380,730 
Canonical 
analysis, 10:7,14,35; 11:289; 12:67; 13:185,293,545; 14:125; 16:29; 19:199, and 
see multivariate analysis 
form, 19:412 
root, 16:31 
vector, 16:31 
Capture-recapture, 18:192,631; 19:28,318; 20:327,662 
Case history, 5:76,77 
Catch 
-ability, 12:183 
optimum, 5:14,213, and see fish 
Categorical, see qualitative data 
Causation, 1:3,75,86; 2:15; 10:309; 12:226,230; 13:45,264,285; 15:236; 16:465; 
17:139; 18:324; 19:120, and see correlation, path 
Cause, competing, see risk 
Cell division, 3:181; 7:133; 10:361,455; 14:139 
Census, 1:11; 7:155,257; 14:251; 15:164; 16:261; 17:415; 20:274, and see demography 
distribution-free, 17:436 
sample, 1:30; 2:76; 7:300; 8:286; 12:463; 13:243; 17:416,497 
Cereal chemistry, 2:26 
Chance, see probability 
Change-over 
point, 17:634 
value, 17:634 
Character, selection of, 11:243 
Characteristic 
equation, 18:503; 19:15 
function, 7:277; 8:117; 9:355; 11:242; 18:355; 19:186, and see cumulant, moment 
operating, 5:84; 6:63; 7:365; 8:300; 15:492; 17:186; 18:424; 19:68,430; 20:73,759; 
and see sampling, statistical control, test differential, 20:760 
root, 17:401; 18:26,396,502,562; 19:15,290,485 
vector, 18:36 
Check plot, 1:13,14; 2:36,57; 3:44; 5:83; 10:291,298,300, and see standard variety 
Chemistry, 1:27,41,50; 3:61; 4:202; 5:87; 6:228,233,295; 7:56,102,330; 8:386; 9:135, 
259; 10:1,19,306; 13:294,309,497; 15:307,335,341; 16:452; 17:136,169,187,189, 
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658; 18:170,407,421,423,625; 19:414,556,658; 20:433, and see biochemistry, 
cereal chemistry, chemotherapy, compositing, industrial research, kinetics, mass 
action, quantitative analysis, sanitary engineering, spectrography 
Chemotherapeutic index, 12:518 
Chemotherapy, 1:4,59; 7:171; 17:185; 19:660,665; 20:398 
Chi square, 1:10,15,28,39,43,60,61,76,81,84,85; 2:9,17,37,47,74,96,111; 3:18,91,98, 
125; 4:80,137; 5:83,88,169,251,337; 6:17,29,60,133,137,148,178,182,185,218, 
259,291,298,308,321,361,375; 7:4,114,222,283; 8:4,18,61,114,221,272,276,288, 
322,345,380; 9:108,176,255,322,354,367,473; 10:223,233,381,397,417,459,484; 
11:338,377,397,411; 12:26,184,386,514; 13:136,417,459,486,537,541; 14:61,201, 
227,436,560; 15:150,337,407,440,495,538,582; 16:100,110,511,662; 17:261,584, 
653; 18:225,337,368,417,606; 19:159,176,188,199,221,326,401,457,657; 20:212, 
434,642,799,836,840,849,887, and see analysis of variance, contingency, con- 
tinuity correction, distribution, fourfold table, gamma function, goodness of fit, 
minimum chi square estimate 
adequacy of, 17:594 
analysis of, 5:140,301; 6:178; 7:124; 9:259; 10:184,417,452; 11:393; 12:269; 14:467; 
18:114 
approximate, 19:220; 20:184 
components of, see partition 
computation, 1:11,55,85; 4:80; 7:124,283; 8:380; 10:453; 12:514; 15:107; 19:330 
confidence limits from, 13:107 
corrected, 18:251; 19:365; 20:630 
inappropriate, 10:446; 12:264; 20:850 
interpretation of, 7:115; 10:417; 12:514; 13:113; 14:468,561 
marginal, 20:841 
maximum, 19:366 
noncentral, 7:31; 10:419; 12:33; 16:472; 20:436,860 
ordering by, 15:441 
partition of, 13:451; 15:150,309,441,466,538,588; 16:416,697 
power of, 2:96; 8:272; 10:142,417; 12:184; 14:572; 19:658; 20:840 
pseudo-, 19:330 
ratio of, 19:355 
significantly small, 20:799 
small expectations, 6:17; 10:418; 18:353 
strengthening, 16:120; 18:245,259 
studentized largest, 12:53 
table, 2:112 
Choice, see selection 
Chromosome, 1:7; 2:78; 4:1; 11:244; 12:216; 14:223; 15:338; 19:2 
analysis, 17:168 
deficiency, 19:508 
inversion, 19:664 
mapping, 19:508 
lass 


associate, 12:369 
-ification, 17:10; 20:122,399, and see grouping, qualitative data 
cross, 17:438 
error, 10:478; 14:573; 17:12; 19:158,657,663; 20:384 
probability of, 18:457 
matrix, 17:139 
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mistake, see error 
multivariate, 20:383 
nested, 12:434; 17:438; 20:434 
optimum, 17:11; 20:736 
mark, 8:20; 10:532, and see histogram 
Climatology, 13:19; 14:440,572; 15:159,340 


Clinical 


experiment, 1:3; 2:87,95; 6:328; 8:188,206,218,232; 9:260; 10:312; 11:469; 12:283, 
476; 14:21,132,135,138,292,330; 17:179,183,332,405,504,649; 20:223,224,327, 
376,397,664,849, and see double-blind, follow-up study 

double dichotomy, 18:204 

statistics, 1:3; 2:47; 3:110; 5:76,95; 6:103,328; 7:126; 8:174,387; 12:89,227; 
14:437,531; 15:87,163,332,338,396,496; 17:163; 20:401 

studies, 16:697; 20:391,399 

test, 1:3; 5:77,78; 6:399; 7:185,240,379; 13°244,406,409,410,546; 14:438,439; 
15:163; 17:10,35, and see clinical experiment, critical point, placebo 

Cluster analysis, 20:383,627 

Coding, 5:79; 6:35; 8:324; 9:478; 18:423,428, and see class mark 

system, 18:423 

Cohort analysis, 16:314,618; 17:173, and see actuarial statistics, life table, mortality 

Collaborative experiment, 6:322, and see comparison of laboratories 

Collinearity, 15:318 

Combinatory analysis, 15:299; 19:217; 20:314, and see differences of zero 

Comfort, 12:127,475, and see effective temperature, sensory test 

Communality, 16:30; 17:331 

Communication, 8:268; 9:286 

Comparison, see analysis of variance, confounding, degrees of freedom, orthogonal 

polynomial, test 

defining, 12:3; 15:612; 20:451 

dummy, 6:295 

individual, 4:61,106; 5:236; 11:16; 12:256; 16:134; 19:636 

interblock, 2:55; 16:567 

intrablock, 2:55 

method of, 2:74 

of laboratories, 1:10; 6:290; 8:237; 10:103,273 

of means, 5:84,99,251 

with unequal variances, see Behrens-Fisher test 

orthogonal, 2:61,84; 3:7,74; 4:71,106,133,173,215; 5:286; 8:376; 9:387; 11:179,454; 

12:256,262,350; 13:284; 14:111,344; 15:307,587; 16:121,134,416; 20:890 
non-, 4:215,240; 12:362 

paired, 1:56,63,80; 2:30,38,50,95; 3:25,89,92,119; 4:211; 7:125,312; 8:87,95,189; 
9:32,43,109; 10:303,375,487; 11:43; 12:283,381; 13:51; 14:437,551,568; 
15:300,339,382,495; 16:176; 17:251,408; 18:265; 19:175,215,€63; 20:459, and 
see half-leaf method 

ties, 15:382, 16:86 

selection of, 1:26; 3:28,139; 15:588; 18:27; 19:479; 20:485, and see result-guided 
procedures 

triple, 17:251 

Compartment analysis, 19:407,658; 20:827 

Competition, 15:166; 16:19 

diallelic, 20:380 
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experiment, 18:292 
interspecific, 18:76,292 
within-group, 18:599 
Complement fixation, 4:200 
Complete statistic, 16:356,511; 18:221; 19:348 
marginally, 18:221 
Component, see chi square, correlation, covariance, variance 
function, 18:160 
principal, 13:297; 14:11; 15:250,340; 16:490 
Compositing, 7:85 
Computation, 1:69,78; 2:15,54,55,61,84,111; 3:62,194; 5:55,72,289; 6:10,221,286, 
305,328,360,414; 7:200,252,337; 8:17,36,156,179,249,325; 9:180,291,322,358, 
377; 10:31,112,138,152,172,368,421,499,551; 11:151,231,481,495; 12:69; 13:268, 
535,537,541; 14:20; 16:101,131; 17:94,373; 19:182, and see algorithm, estimation, 
Gauss multipliers, graphics, iteration, Lagrange multipliers, matrix, method of 
moments, method of steepest ascent, Newton’s method, nomography, recurrence 
formula, service, simulation, simultaneous equations, slide rule, sampling studies 
of statistical problems 
accuracy of, 3:194; 8:179; 9:183,307,358; 10:432 
analog, 19:658; 20:392 
approximate, 1:69; 18:354, and see inefficient estimation 
experiment, 18:623 
automatic, 12:110; 13:406; 19:655,661,665; 20:613 
programming, 16:292; 17:9; 18:38,537; 19:501,513,637,651,653,660; 20:623,901, 
and see Boolean 
programs, 18:138,251,534,542,616,622,627,630,633 
checks, 15:46 
electronic, 15:113,494; 16:47,490; 17:299,331,332; 19:312,322,365,367,489,517; 
20:218,374,392 
cathode ray tube output, 18:82 
floating decimal, 18:355 
hybrid system, 18:423 
indeterminate forms in, 20:623 
machine, 13:240,243,547,551; 15:494; 17:163 
of adjusted mean, 12:365 
of summary table, 12:355 
planning, 18:87 
programming, see automatic 
punched card, 11:114; 12:229,451 
scaling, 18:40 
simplified, 12:311,521; 15:626; 18:53; 19:326,362 
Conclusion, 1:8,85; 2:29,38,48; 3:20; 5:96; 6:371; 7:101; 8:113; 9:209,532; 10:308, 
| and see action, inference, test 
Concomitant observations, 2:28; 6:303; 8:169; 13:261,286; 14:365, and see analysis 
of variance, statistical control 
Concurrence, 20:702 
Condition 
boundary, 18:78,93 
side, 20:682 
Confidence 
circle, see joint confidence limits 
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interval, see limits 
limits, 1:8,38,57,59,76; 2:4,9,15,63,85,96,104,111,120; 3:14,22,86,167; 4:185,214, 
237; 5:177,208,240,252,266,283,311,333,335; 6:14,80,101,114,175,185,194,321, 
323,327,394,425,435; 7:51,94,164,200,259,301; 8:27,40,121,179,252,287,375, 
391; 9:209,313,322; 10:94,157,168,171,182,209,304,305,309,479,555; 11:189; | 
12:40,220; 13:107,136,412,493,511; 14:205; 15:415; 16:285; 17:36,81; 18:338, I 
598,627; 19:49,348,495,533,655; 20:358,775,829, and see Fieller, test 
approximate, 1:59; 3:86; 6:137; 7:5; 14:214; 15:230; 18:611; 19:35 
asymptotic, 15:3; 17:121 
bivariate, see joint 
error of, 14:439 
exact, 7:11; 8:375; 10:73 
for bioassay, 12:491; 13:35,131; 16:285 
for correlation, 9:110; 11:362 
for covariance, 12:413 
for difference of means, 11:505 
for difference of proportions, 19:504 
for function, 8:348 
for lethal dose, median, 15:424 
for mean, 11:504; 16:269 
for missing datum, 10:401 
for path coefficient, 15:254 
for percentage increase, 10:245 
for Poisson variable, 20:639 
for potency, relative, 11:485 
for proportion, 8:87; 10:171; 14:437 | 
for ratio, 5:336; 8:86; 12:493,506; 17:643; 18:611,633 ' 
for recombination, 17:150 
for regression, 9:205; 15:149; 16:285; 18:621; 20:661 
coefficient, 8:269; 18:154 
intersection, 15:323, 488 
for relative risk, 18:602 
for systematic sampling, 15:271 
for threshold, 16:256 
for time-response curve, 18:149; 20:643 
for variance, 16:636 
component, 6:136; 7:5,80; 11:146 
ratio, 12:51; 19:465 
interpretation of, 2:107; 5:297; 7:198; 14:24 
joint, 14:205; 15:160,164,491,494; 19:37,655; 20:482,612 
estimation of, 12:51,70 
lower, negative, 18:28 
multivariate, 7:53; 14:205; 18:22 
not fiducial, 5:336 
parabolic, 17:121 
Poisson, 20:639 
sample size needed, 16:636 
simultaneous, see joint 
Confounding, 1:11,31,63; 2:55,85; 3:69,176; 4:54,110,240; 5:74,145; 6:228,236,241, 
329; 8:75,123; 9:158,298,388,434; 10: 326; 11:134,399; 12:2,233,247,260,348; 
13:198; 15:68,74; 16:566; 17:171,319,646; 18:119,173,311; 19:111; 20:313, and 
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see analysis of variance, comparison, design of experiments, factorial experiment 
complete, 2:43; 9:299; 10:72 
elimination of, 20:707 
partial, 9:3,158; 12:11,352; 18:311 
table of systems, 4:61 
Connectedness, 17:112 
Consanguinity, see human genetics, inbreeding 
Consistency, 18:603; 19:348,538 
coefficient of, 13:56 
Constraint, 12:345,362; 20:833,906 
Consulting, see service 
Consumer testing, 14:39; 15:582 
Contingency table, 1:11,56,84; 2:16,17,47; 3:123; 6:178,299; 7:283; 8:2,61,380; 
9:108; 10:417,452; 11:249; 13:451; 14:560,572; 15:107,150,454,538,582,625; 
16:416,696; 17:1,653; 18:324,342,601; 19:179,199,657; 20:832,849, and see 
chi square, correlation, fourfold table 
combination of, 18:224 
margins not fixed, 20:836 
missing data, 11:242; 12:47 
trend in, 11:375; 18:114,245,259; 19:188 
Continuity correction, 1:11,56,84; 2:95; 3:46,125; 6:299; 7:222; 8:222; 9:110; 10:137, 
390,420; 14:573; 16:341; 17:19; 19:333; 20:615,630 
inappropriate, 1:84; 5:339; 10:443 
not feasible, 19:335 
Continuous record, analysis of, 14:15 
Contrast, see comparison 
defining, 6:238; 18:180 
Control, 18:422; 19:109 
chart, 1:10,40,42,74; 3:172; 4:125; 6:60; 12:472 
experimental unit used as own, 17:408,576 
plot, see check 
selection of, 15:162 
statistical, 4:157; 5:77,175; 6:435; 8:169; 9:260, and see analysis of covariance, 
concomitant observations, control chart, operating characteristic, sampling 
of gradient, 10:282; 11:431 
of quality, 1:10; 4:125; 5:83; 6:229; 7:15; 9:259; 10:317 
Corrections, see errata 
Correlation, 1:15,31,71,75,86; 2:27,47,55,56,67,101; 3:45,54,98; 4:21,40; 5:30,88,119, 
172,228; 6:119,259; 7:34,60,140,356; 8:3,295,330; 9:91,108,496; 10:184; 13:84, 
503; 14:60,440; 17:301; 18:342, and see attenuation, causation, coefficient of 
determination, contingency, covariance, path coefficient, regression, scatter diagram, 
z transformation 
analysis of, 16:311, and see path coefficient 
auto-, 9:279; 12:455; 16:232,486; 18:421, and see serial, spatial randomness, 
temporal randomness 
exponential, 20:891 
between plots, 18:284 
between relatives, see statistical genetics 
biological, 2:48; 11:247 
biserial, 4:137; 6:400; 11:384 
canonical, 10:306; 11:206; 12:478; 18:630 
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combination of, 1:86 
components of, 9:352; 10:355 
ellipse, 18:455 
environmental, 17:364,474 
expected value of, 14:62; 20:892 
fourfold table, 19:366 
genetic, 9:251,339; 10:355; 11:139,247,357; 12:84,199,404; 13:297; 14:137; 15:15, 
142,469,520; 16:235,314; 17:359,474; 20:505, and see heritability, repeatability 
estimate exceeding unity, 20:59 
homogeneity of, 18:352 
interspecific, 18:457 
intraclass, 2:57; 3:54; 4:269; 9:266; 12:84; 14:83; 15:219,418,471,514; 16:554; 
18:342,630; 20:123,545 
confidence limits for, 18:633; 19:495 
variance of, 20:818 
intraspecific, 18:457 
intrinsic, 15:469 
matrix, 11:346; 15:584; 16:30; 19:483,497; 20:79 
maximum, 3:105 
mean with variance, 2:85; 6:318,435; 10:117,196 
multiple, 2:27; 11:206; 14:435; 17:301,507; 20:659 
non-normal data, 2:73 
organic, 9:47; 10:180 
partial, 2:27; 3:123; 4:163; 6:344; 8:11,240; 11:248; 12:226; 14:435 
combination of, 16:118 
part-with-whole, 3:65; 4:160; 16:487 
phenotypic, 11:97; 17:364,474 
rank, 2:69; 3:138; 9:108; 11:380; 13:408; 14:440 
ratio, 1:75; 2:56, and see analysis of variance 
serial, 7:315; 15:340; 19:273; 20:859,891, and see time series 
spatial, 7:300; 9:420; 15:286; 18:426 
spurious, 2:50; 3:65; 5:76; 7:366; 19:640; 20:289 
structural, 16:486 
structure, 19:308 
tetrachoric, 3:126; 18:342; 19:199, and see chi square, fourfold table 
within blocks, 10:61; 18:284 
Cost, 18:568; 19:616,657 
Counting, 8:105; 10:221,446; 13:407,485; 14:558, and see microbiology, blood count 
photoelectric, 13:407 
Courses in statistics, see statistics courses and curricula 
Covariance, 1:15,20,38; 2:15,21,43,78; 3:97; 4:30,195; 6:29; 7:34; 9:12,222,432; 
10:272,282,307,340; 13:84,117,373,387,399; 16:196,520, and see correlation, 
dumm/4 variate, matrix, regression, statistical control, variance 
adjustment, 3:34; 8:237; 10:176; 11:428; 12:22,365; 13:262,282; 14:116,374; 
15:103; 16:310 
interpretation of, 13:266,282 
analysis of, 1:77; 2:21,27,53; 3:60,65; 4:48,153,240; 5:72,178,279,289; 6:15,164, ~ 
184,297,303; 7:37,124,191,313; 8:170,387; 9:342,437,531; 10:285,297,504; 
11:246,429,431; 12:84,362,386,447,452,481; 13:14,261,309,333,363; 14:3; 15: 
44,327,486; 16:315,593; 17:164,165; 18:12,410,427; 19:630; 20:204,210,314, 
430,706 
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computation, 4:158; 5:72; 7:124; 9:432; 16:7,380 
interpretation, 16:17 
missing data, 13:363; 14:262,363; 15:486 
multiple, 5:117; 6:293; 20:909 
multivariate, 6:381 
approximate, 18:112 
asymptotic, 18:112 
between relatives, 18:233, and see statistical genetics 
components of, 9:226,341; 11:247; 17:363; 19:183 
conditional, 12:273; 19:325; 20:49" 
genetic, 12:404; 13:297; 14:142,493; 15:12,418,518; 16:292; 19:18,666; 20:662, 
and see correlation, variance 
components of, 20:505 
matrix, 17:503 
matrix, 3:104,166; 4:178; 6:181,213,262,376; 7:137,247; 8:5,24,156,335; 9:49,207, 
495; 10:11,518,534,547; 11:182,188,207,345,411,484; 12:81; 13:87,276,368, 
422,438; 14:212,225,373; 15:93,442,618; 16:187,395,448,554,669; 17:252,530, 
546,558; 18:310,426; 19:39, 121,166,266,290,320,421,497,529; 20:9,119,185,211, 
445,644,701,834 
asymptotic, 19:41 
homogeneity of, 15:394; 18:1 
inversion of, 19:326 
latent roots, 19:506 
multiple, 3:35; 6:293; 11:439; 13:278,312,334,363 
multivariate, 14:107 
of covariances, 20:69 
of estimates, 9:508; 12:16,505; 13:438; 14:201; 16:106,569,619 
of variance components, 7:5 
of frequencies, 12:273 
of products, 6:411 
of ratios, 6:411 
of variances, 20:69 
parent-offspring, see statistical genetics 


Covariate 


affected by treatment, see regression 
artificial, see dummy variate 
Cramér-Rao inequality, 13:414 


Criterion 


largest root, 18:26 
product of roots, 18:26 
selection of, 19:309,479 
sum of roots, 18:26 
Wilks’, 19,478 


Critical 


point, 6:403; 8:36 
approximate, 8:39 
ratio, 6:298 


Crop 


estimation, 16:128; 18:265; 20:492 
row, 18:292 
transplanted, 18:284 
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tree, see tree 
Crossover, 4:1; 6:182; 11:244; 13:452,552; 14:136; 20:335, and see interference, 
linkage 
model, 19:508 
Cross-sectional experiment, 18:520 
Crump, S. L., obituary, 19:515 
Crustacea, 18:629 
Culling, see selection 
Cumulant, 7:5,140; 8:112; 9:11; 10:429; 13:69; 16:659; 18:68, and see characteristic 
function, k-statistics, moment, polykay 
components of, 17:175 
factorial, 17:529,568; 18:46 
generating function, 14:239; 17:589; 18:561; 19:442; 20:190 
Curvature, 19:109 
individual, 18:12 
Curve fitting, 2:82; 3:56; 4:197; 5:207; 7:236,337; 10:303; 14:60; 18:104,615,632; 
19:679; 20:235,655,859, and see estimation, fitting regression line, graduation, 
growth, orthogonal polynomials, regression, smoothing 
Cut, significant, 7:50 
Cybernetics, 15:162; 18:420 
Cycles, 1:7; 4:230; 5:38,121,219; 6:251; 9:280,429; 12:335; 15:159,242; 16:560,588, 
and see rotation experiment, time series 
spatial, 15:287 
Cytology, 19:368, and see histology 


Darmois, Georges, obituary, 16:493 
Data 
ancillary, 12:31 
censored, 8:308; 10:533; 14:174; 16:132; 18:627; 19:460,588, and see truncation 
combination of, 6:176; 7:121; 11:95,240,249; 12:87; 16:357; 19:37,621,663, and 
see analysis of groups of experiments, record linkage 
missing, 1:13,14,37; 2:35,41,94,116; 3:94; 4:125,241; 6:188; 8:42,383; 9:256,263, 
425; 10:273,298,400; 11:110,249; 12:23,121,224,241,338,508; 13:57,115,140, 
267,310,363,387 ; 14:175,228,257,360,570; 15:393,486; 16:310; 18:247; 19:315, 
504,507,636; 20:15,304,681,835,885, and see censored data, dummy variate, 
fitting constants, rejection of data 
computation of, 2:41; 3:28; 8:46; 12:13,241; 13:3; 14:258; 20:382,443 
contingency table, 11:242; 12:47; 18:352 
effect on test, 12:224 
estimated by covariance, see dummy variate 
impossible, 11:110 
in multiple regression, 16:131 
in time-trend experiment, 19:655 
model, 14:439; 19:655 
variance of, 11:110; 12:14; 13:115; 19:656 
mixed-up, 11:242; 18:247; 19:247 
contingency table, 12:47; 14:573 
non-numerical, see qualitative 
nonorthogonal, 19:635 
processing, see computation 
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qualitative, 2:123; 3:50; 5:79; 17:10; 19:61, and see coding, contingency, grouping, 
quantal response, score 
replacing normal, 17:22 
rejection of, see rejection 
selection of, 2:103; 3:55; 5:46; 7:47,104; 8:243; 9:193,265; 10:387,549; 13:133; 
16:3; 17:409,553,649; 18:5,606 
Death rate, see birth-and-death process, competing risks, mortality 
DeBeer, E. J., obituary, 16:151 
Decision, 2:16; 4:215; 5:100; 8:196; 11:7; 19:502; 20:80,431,901, and see conclusion, 
test 
complex, 18:421 
multiple, 14:408; 18:52 
problem, 17:505 
region, 11:24; 17:29 
sequential, 14:569; 17:171; 18:52; 19:67 
Degrees of freedom, 1:19,37,56,60,61,85; 2:28,35,85,111,120,121; 3:54,64,99; 4:238, 
264; 5:232; 7:20,317; 8:247; 9:60,130,502; 10:25,110,125,303,328; 11:16,296,395; 
12:49; 13:106,459,537,541; 14:294,363; 15:32; 16:101; 18:160; 19:326,348,614; 
20:486, and see comparison 
adjusted, 10:111 
effective, 7:8; 11:444; 12:44,102; 13:44; 15:155 
equivalent, 9:63 
fractional, 2:112; 10:410 
loss of, see reduction of 
quasi-, 13:299 
reduction of, 15:442 
single, 15:309,328,538,634; 16:593 
contrast, see individual comparison 
Demography, 1:20; 2:58; 3:193; 7:155,257; 8:272; 16:489; 18:263, and see actuarial 
statistics, age distribution, birth rate, census, mortality, public health, sex ratio, 
vital statistics 
Density function, 20:18 
Design of experiments, 1:11,13,16,31,42,47,49; 2:18,26,29,36,57,77,86, 109,113,123; 
3:20,175; 4:100,123,171,213,215,240,269,277; 5:70,169,178,252,279; 6:110,118, 
127,167,201,228,301,303,376,390,424; 7:6,51,61,85,204,252,273,312; 8:169,206; 
9:31,39,110,260,276,290,304,428,502,522; 10:1,89,174,176,177,183,186,187,291, 
308,309,312,503; 11:248,249,257,427,494; 12:1,31,68,226,233,330,345,364,383, 
449,479; 13:1,65,139,198,240,263,287,373,433,496; 14:330,430,499,566; 15:405, 
479; 16:127,161,551,691,696,698; 17:171,179,189,236,332,438; 18:22,266,283, 
499; 19:60,98,123,561; 20:1,305,307,325,354, and see alias, balance, block, 
components of variance, concomitant observations, concurrence, confounding, 
control, double-blind, dummy, factorial, fractional replication, grazing, greenhouse, 
guard row, half-leaf method, information, laboratory experiment, life testing, 
long-term experiment, matching, orthogonal, perennial, placebo, plant spacing, 
plot size and shape, polytope, randomization, reduction of error, replication, 
rotation experiment, sample size needed, screening test, sensitivity, sensory test, 
sequential experiment, split plot, standard variety, stop rule, strip plot, tree crop, 
triangle test 
augmented, 14:134,430; 15:611; 17:166,320,447; 18:308,500,631; 19:296,562; 
20:383 
bioassay, 20:913 
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chain-block, 7:124,125; 9:127,141,263; 10:251, and see linked block 


generalized, 10:251 
table of, 10:256 
change-over, see crossover 
circulant, 19:289 
completely randomized, 18:56; 20:2 
composite, 19:147 
central, 12:20 
rotatable, 15:133 
smallest, 15:611 
connected, 20:690 
constrained, 20:906 
costing, 16:455; 17:438; 18:568 
crossover, 1:63; 3:70; 6:193,301,312; 7:317; 9:430,431; 12:504; 13:299; 16:169; 
18:12,410; 20:707, and see latin square in time 
extra-period, 15:116 
analysis of, 15:122; 20:396 
cyclic, see crossover, rotation 
discrimination, 17:646 
double-blind, 17:405 
estimation, 12:3; 17:646 
extra-period, 15:116 
faulty, 12:345; 13:53,304 
fold-over, 18:176 
for locating optimum, 10:3,16,177,306,323; 11:287; 12:20; 15:331,557; 17:48; 19:118 
for logistic curve, 17:104 
for polynomial regression, 14:573 
fractional, see replication 
genetic, 11:140; 12:218; 15:142,143,219,376,417,513; 16:296,348,370; 20:122,660 
half-replicate, 17:500 
inefficient, 17:646 
judging, 11:57; 12:401, and see sensory 
latin rectangle, see incomplete latin square 
latin square, 1:13,26,31,42,48,77; 2:35,41,83,87; 3:25,28,32,70,139; 4:6,61,118,123; 
5:1,71,102,179,305; 6:202,289,301,318; 7:6,261,319; 8:169,238; 9:3,31,158, 
416; 10:155,184,239,262,290,400,507; 11:325,399,438; 12:226,233,333,365,383; 
13:12,385; 14:499; 15:33,61,116,309,335,395; 16:169,567,686; 17:405; 19:98, 
229,248,288; 20:168,275,314, and see crossover design, directrix, latin rectangle, 
orthogonal square, quasi-latin square 
augmented, 20:383,713 a 
balanced sets, analysis of, 19:264, and see analysis of series of latin squares e joe 
cyclic, 17:407 
generating, 19:652 
incomplete, 3:70; 6:302; 13:1,385; 15:116; 19:268, and see latin rectangle 
in time, 2:87; 11:111; 19:264 
effect of previous treatment, 2:89; 8:170 
missing data, 11:110; 13:364 
partially replicated, 11:399 
quasi-, 9:158; 12:245 
series, analysis of, 19:171; 20:2, and see analysis of balanced sets of latin squares 
systematic, 7:167 
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lattice, 1:13,42; 2:36,42,55,78; 3:176; 4:54,109; 5:144; 6:1,34,301; 15:633; 19:163 
balanced, 1:13; 4:108; 6:301; 9:43; 11:325; 13:215 
augmented, 17:448 
cubic, 1:13; 4:112; 5:144; 7:146; 8:123 
factorials in, 16:580 
quadruple, 6:301 
rectangular, 2:35,115; 5:85; 6:25,301; 7:145; 8:93,94,123; 9:43,101; 10:292; 
11:427; 13:215; 15:333 
latinized, 8:73; 9:32,43; 13:215 
near-balance, 9:101; 13:215 
triple, 4:137; 5:1,85; 7:145; 9:422; 16:7 
unequal blocks, 7:287 
simple, 1:12,13; 6:301; 7:145; 8:93; 9:59; 12:405; 13:17,169 
square, 1:12,13; 2:42,58,78; 4:115; 6:301; 7:146; 8:94,123; 12:370 
incomplete, 6:34 
three-dimensional, see cubic 
triple, 1:13; 2:36,58; 4:60,110; 6:301; 8:135; 13:17 
linked block, 11:417; 12:369; 13:198, and see chain block 
multifactor, 11:183 
nonfactorial, 11:183 
nonorthogonal, 10:513; 12:346,367; 16:310; 18:524; 19:103; 20:699 
optimal, 18:626; 19:615; 20:1 
parallelogram, 9:467; 11:483 
plaid square, 12:348, and see half-plaid 
predecessor-balanced, 17:406; 19:98 
random balance, 15:634 
randomized blocks, 1:13,16,31,42,85; 2:7,15,16,31,36,41,54,61,78; 3:25,40; 4:54, 
103,192,234,244; 5:145,169,174; 6:44,301; 7:115,316; 8:42; 9:31,306,416; 
10:400,516; 11:14,110,111,431; 12:348; 13:373; 15:39; 18:56; 19:654; 20:2, and 
see balance, split plot 
augmented, 17:448 
incomplete, 1:12,42; 2:30,36,42,55,78,83,115; 3:69,176; 4:54; 5:1,145,285; 
6:1,44,301; 7:117,124,125; 8:94,95; 9:1,31,43,59,306; 10:375,391,487; 
11:336,406; 12:301; 13:1,320,422; 15:38; 17:176,406,646; 20:13 
analysis of, 15:544; 16:566 
rank, 16:176; 19:217 
balanced, 3:176; 4:103,191,213; 6:302,362; 7:6; 8:66; 9:43,242,263; 10:61,251, 
301,513; 11:56; 13:16,239,320,422,552; 14:381; 17:111; 18:499,631; 
19:163; 20:913 
doubly, 7:117; 10:61 
table, 10:82 
partially, 3:178; 6:193,302; 7:145; 8:66,93,122; 9:141,261,263; 10:273,304, 
511; 11:61,419; 12:369,452; 13:2,17,197,215,244,320; 15:62,260; 16:7, 
182 
cyclic, 16:186 
group-divisible, 13:2; 16:183; 19:294 
square, 16:185,566 
table, 8:72 
triangular, 15:635; 16:184,567 
two associate classes, 16:570; 19:293 
row-, see incomplete latin square 


1 
= 
i 
i 
4! 


44 BIOMETRICS, VOLUMES 1—20 


covariance analysis, 13:280,309 
cyclic, 16:567 
efficiency, 17:113 
for interaction model, 18:229 
group-divisible, 13:2,197,422; 19:294, and see partially balanced 
simple, 16:567 
partially linked, 15:259 
three-dimensional, 19:229 
rearrangement, 13:235 
regression, 16:451 
sensory, 6:1; 12:401; 13:55,496; 15:406; 16:258, and see sensory test 
sequential, 20:914 
simplex, 11:174; 17:54 
slipped-block, 18:632 
spacing, 18:283; 20:200 
staggered, 4:195 
steepest ascent, see for locating optimum 
symmetrical complementation, 17:499; 18:258; 19:106 
systematic, 6:318; 7:167,309; 8:169; 12:228; 14:36,374; 18:283; 20:200,318 
theory, 15:157,339 
triangular, 19:479; 20:385 
two-phase, 11:324; 15:60 
unbalanced, 19:180 
weighing, 19:293 
Determinant, 18:26; 19:300, and see matrix 
persymmetric, 18:108 
Determination, coefficient of, 1:86; 5:123 
Deviation, normal equivalent, see transformation 
Diagnosis, 1:3; 3:110; 4:100; 5:76,77; 6:172,173,282,399; 7:241; 10:478; 15:338; 
17:10,171,299; 18:424; 19:655,664; 20:730, and see clinical test, medicine 
Diallel cross, 18:229; 20:904 
factorial design, 19:281 
partial, 17:170,229; 19:278; 20:377 
sampling, 19:287; 20:381 
disconnected, 19:298 
triangular design, 19:279 
Differences of zero, 12:271 
Digital computer, 16:136,175,310,314, and see automatic computation 
Digitalis, 1:10,57; 3:65; 6:322; 12:492; 17:179; 19:541 
Dilution 
curve, 6:170 
series, 2:82; 4:101; 5:128,325; 6:105,128,181; 7:121; 9:333; 10:227; 14:197; 15:1; 
16:582; 17:79; 18:568 
Dimensionality, 16:48 
reduction of, 18:36,546 
test of, 16:29 
Dimorphism, see polymorphism, sex-gap 
Direction, analysis of, 15:642 
Direct product, see matrix 
Directrix, 20:721 
Discriminant function, 3:104,180; 5:78,80; 6:184,303; 7:122; 8:387; 9:34,117; 


* 
i 
4 
} 
7 
t 
| 
© 
4 f 
i ‘ 
| 


SUBJECT INDEX 45 


10:170,184,312; 11:209,240,242; 12:226,232,478; 13:45,183,545; 14:15,144,292; 
15:165,340; 16:28,490; 17:10; 18:455; 20:293,383, and see coefficient of dis- 
i crimination, discriminatory topology, score 
sufficiency, 20:293 
Discrimination, coefficient of, 18:455 
Disease, 20:34, and see medicine 
classification, 19:368 
Distance 
function, 18:357 
generalized, 13:184; 15:165; 16:28; 18:1 
for heterogeneous covariance matrix, 18:8 
Distribution, 3:174; 4:218; 6:103,110,128,174; 8:13,93,307, and see characteristic 
function, cumulant, Edgeworth series, Gram-Charlier series, histogram, hyper- 
geometric, kurtosis, moment, percentile, population, sampling, skewness, stu- 
dentized deviate, truncation 
age, 3:113; 5:19,27,217; 6:253; 7:156,301; 14:163; 15:489; 17:349,585; 18:630, 
and see demography 
geometric, 16:354 
approximate, 2:111; 6:259; 8:94; 9:60; 12:101; 14:8; 15:566; 18:354; 19:547 
asymptotic, 7:20; 8:288; 12:59; 15:583 
Behrens-Fisher, 18:409, and see Behrens-Fisher test 
beta, 6:275,378; 7:6; 9:13,28,282; 15:493; 16:52,250; 18:590; 19:63,409,598; 20:740 
type II, 20:909 
bimodal, 14:200 
binomial, 1:43,44,60,76,81,84; 2:97; 3:42,45,166,175; 4:255; 6:1,107,180,299,346, 
392; 7:276,328; 8:1,87,221,268,323,391; 9:28,282,291,364,467; 10:92,130,178, 
246,425,464,480,523; 11:388,492; 12:84,276,514; 13:68,225,486,545; 15:299; 
16:249,312; 17:61,569,620,655; 18:185,366,416; 19:34,152,394; 20:794,832, 
and see Galton’s quincunx 
compound, 6:80; 14:197,231; 16:52,249 
estimate of p/q, 18:334 
grouped, 14:180 
modified, 6:173 
negative, 3:43; 5:162,165; 6:60,103,193; 7:356,403; 8:281,287,390; 9:176,197,354; 
10:167,304,419,430; 11:250,394; 13:65; 14:434; 16:57,489; 17:527,569; 
18:185,260,366,553; 19:507,598 
bivariate, 14:56,188 
interpretation, 20:304 
limiting form, 20:302 
parameter, 19:43 
truncated, 14:188 
truncated, 10:405; 14:58; 15:360; 17:153; 18:72,367 
homogeneity of, 18:367 
bivariate, 2:97; 7:413; 8:332; 14:57 
Cauchy, 16:471; 20:23 
chi square, 10:460; 11:411,479; 12:100 
conditional, 15:441 
comparison of, 13:546, and see chi square 
compound, 7:119; 9:86; 13:421; 14:56 
resolution of, 9:86; 13:408 
conditional, 3:164; 6:194; 7:22; 8:300; 10:397,486; 15:441; 17:588; 19:34,167,325, 


4 
2 


46 BIOMETRICS, VOLUMES 1—20 


547; 20:187,630,804, and see conditional probability 
contagious, 1:44; 2:76; 3:193; 7:405; 9:354; 10:167,421; 13:65,548; 14:56,229; 
16:446; 17:618; 18:185,262; 19:507; 20:162, and see Polya distribution 
bivariate, 14:58 
fitting, 17:503 
Neyman’s 2:76; 6:103; 7:361; 9:184,354; 11:149; 13:66,548; 14:229; 18:354 
pseudo-, 18:259 
truncated, 11:153 
cumulative, 2:74; 16:246; 18:60; 19:61,460,532 
discontinuous, 8:117 
discrete, 6:103,128; 7:365; 9:11; 14:175; 15:448; 17:567; 19:73 
ecological, 16:51; 20:302 
empirical, 6:192 
exact, 2:111; 5:81; 6:19,178,259,285; 7:125; 8:112; 10:418; 11:384; 12:213; 14:8; 
17:541; 19:504 
exponential, 8:16; 13:417; 15:635; 16:485,510; 17:357 
double, 16:299; 20:590 
truncated, 3:24; 11:411; 15:7; 19:466,483,495 
multivariate, 19:506 
fiducial, 19:505 
finite, see population 
fitting, see estimation 
frequency, 1:73; 8:33; 12:58; 18:429; 19:641 
expected, 19:605 
unusual, 20:391 
function, bounds on, 17:166 
gamma, 5:162,301; 6:137,194; 7:21,360; 9:185,375; 10:421; 13:67; 14:198; 16:250, 
484,538; 17:51; 18:260; 19:184,348,409; 20:828, and see chi square 
incomplete, 10:182; 14:205,234 
tri-, 12:170 
geometric, 18:185,397; 19:606; 20:35 
Greenwood-Yule, 9:375; 14:55 
hyperbolic, truncated, 17:278 
identified, 14:19 
infectious, see 
joint, 6:28; 12:58; 13:84,411,416; 15:206; 16:623; 17:12,51,586; 19:547 
J-shaped, 3:60; 7:376; 20:830 
Kapteyn’s, 3:174 
Koopman-Darmois, 13:414 
leptokurtic, 19:357 
limiting, 19:40 
logarithmic series, 5:162,165; 7:121; 8:178; 9:177; 14:440; 18:366; 19:651, and 
see normal 
L-shaped, 16:52 
marginal, 8:312; 9:47 
Maxwell’s, 14:389 
mixing, 6:194 
multimodal, 18:357 
multinomial, 2:12; 6:20,186; 7:115,269; 8:62,114,295,389; 10:184; 12:165,211,265; 
13:451; 14:462; 15:108,150,441,583; 16:256,358,395,507,670; 17:30,373; 19:36; 
20:182,836,841, and see binomial 
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confidence limits, 15:495 
multivariate, 3:14; 5:78,80,242; 6:175,259,372; 7:181; 9:47; 10:180,518; 17:12 
mutation, 20:579,663 
Neyman, 14:229; 16:448; 17:528,569; and see contagious 
Type A, 13:65; 16:525; 18:43,262,592; 19:507 
approximate, 18:354 
Type B, 13:66 
noncentral, 12:31 
nonparametric, 17:596 
normal, 1:74,124; 3:14,22; 4:95; 5:325; 6:145,174; 7:233,337; 8:18; 10:227,429; 
15:153; 16:299,664; 18:355; 19:156,655, and see Galton’s quincunz, Hermite 
polynomials, Mill’s ratio, normality 
bivariate, 1:71,86; 2:101; 4:21,50; 6:410; 9:261,460; 10:542,550; 15:641; 18:343, 
383, and see multivariate 
circular, 9:460; 17:39 
cumulative, 1:44; 8:268; and see probit transformation 
grouped, 15:433 
logarithmic, 4:22; 6:103,104,147; 8:271,273; 11:84; 13:546; 19:655; 20:303 
discrete, 6:103 
multivariate, 10:518; 11:344; 17:12; 18:375; 19:39,355,505 
truncated, 5:84; 6:187; 8:19,319; 9:122,261,489 
table, 9:490; 10:539 
normality of, 5:81 
nuisance, 8:313 
of circular triads, 19:215 
of classes, 12:211 
of correlation coefficient, 16:238; 20:288 
canonical, 19:506 
multiple, 17:507 
of difference, 8:85 
of estimate, 6:415 
of variance component, 2:110; 7:5 
of events, 6:171; 7:134 
of extreme values, 20:914 
of gaps, 5:109 
of latent root, 19:506 
of matrix variate, 19:506 
of mean, 15:282 
weighted, 9:448 
of multivariate criterion, 17:507 
of pairs, 18:423 
of population size, 18:395 
of rank correlation, 2:69 
of ranked variable, 18:378; 19:460 
of rank total, 1:81; 2:68; 8:33; 15:564; 20:183 
of ratio, 12:494; 20:794 
of score, 2:68; 8:117 
of survivors, 16:620 
of threshold, 16:646 
of variance, 19:219 
of variance ratio, see F 
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Pascal, 17:527 
Pearson, 3:25; 20:24 
Type I, 19:356 
Type III, 19:356, and see chi square, gamma 
Type VI, 6:321 
platykurtic, 19:357 
Poisson, 1:43,44,51,76,85; 2:2,76,82,97; 3:32,41,90,166; 4:95; 5:83,129,162,165; 
: 6:17,180,193,291,391; 7:355,395; 8:55,178,287,384; 9:176,209,320,354,427; 
10:135,167,224,229,248,304,419,486,524; 11:151,248,495; 12:213,264,280; 13: 
65,150,407,485; 14:51,161,230,434,558; 15:635,637; 16:358,485,489,522,582; 
17:79,156,415,501,527,569,586; 18:185,356,366,429,568,588,627; 19:156,320, 
399,507,659; 20:801 
binomial, 18:42; 19:221,503,507 
bivariate, 14:57; 18:260 
i: compound, 7:400; 8:275; 12:264; 13:65 
conditional, 16:51; 20:302 
double, 9:192 
modified, 6:173 
moment ratio, 16:205 
a table, 11:157 
ee multivariate, 18:72 
-Pascal, 17:527 
significance factor, 20:639 
Thomas double, 6:103; 9:192 
F truncated, 4:137; 8:275; 9:485; 10:402; 11:387; 12:265; 14:175; 15:324; 16:203, 
446,529; 17:571; 19:588 
table, 10:405 
with zeroes, 18:356 
: Polya, 2:76; 6:103; 9:192; 14:230; 16:52 
-Aeppli, 18:592 
-Eggenburger, 12:451 
posterior, 6:190; 19:505,657 
power series, 17:570,587; 18:365 
prior, 6:194 
qth power, 16:300 
radial, 9:460 
rectangular, 3:119,194; 8:116; 10:182; 14:24,200; 16:300,511; 17:278; 19:92,655; 
20:21 
sorting, 15:304 
spatial, 1:44; 2:5; 19:28,450,504,606; 20:156,626,902, and see dispersion on a 
sphere 
stationary, 18:551 
steady-state, 18:628 
t, 3:24; 18:613; 20:18 
noncentral, 20:775 
Tang’s, 13:537 
temporal, 19:28 
theory, 19:479 
tolerance, 11:174 
bivariate, 16:488 
transition, 20:40 
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truncated, 6:186; 7:120; 8:15; 11:465; 13:410; 14:175; 16:509; 18:366; 19:453,507 
zero class missing, 19:458 
uniform, see rectangular 
U-shaped, 2:88; 8:223; 14:26,200; 16:52,489 
Weibull, 17:503 
Wishart, 15:533; 18:7; 19:482,506 
Divergence, 15:317 
Diversity, index of, 16:51; 20:303 
Dominance, 4:254; 6:154,353; 7:18; 9:90,349; 10:165,235,357; 11:137; 12:415; 
13:409,451,549; 14:343; 15:137,145; 16:242,369; 18:229,546; 19:368; 20:660, 
and see social order 
degree of, 19:213 
in pairs, 19:213 
loop, 18:598 
ordered, 19:216 
over-, 4:263; 6:104,219; 7:18; 11:141; 16:378 
Doolittle method, 6:179,381; 7:11 
Dose 
median effective, 19:504,657 
response curve, see response 
selection of, 5:83,289; 8:219,246; 9:263,306,332,428; 12:312,323,491, and see 
selection of levels 
Drosophila, 1:7,55; 2:9,78,110; 4:9; 6:104,214; 7:336; 10:239; 16:420 
Double-blind, 17:405 
D statistic, 6:175 
Dual, 12:369; 15:258 
Dummy 
treatment, 9:387,403 
variate, 2:43; 3:34; 4:241; 6:64,311; 12:27,362; 13:117,283,388; 18:248,476; 20:294 
Duplication, see replication 


E 


Ecology, 1:7,11,44,47,76; 2:1,76; 3:59,101,145; 5:14,28,115,162,213; 6:59,250,353; 
7:300; 8:89,177,286,386; 9:117,176,275,369; 10:183; 11:387,504; 12:154,163, 
453; 13:65,79,183; 14:385,572; 15:165,489,628; 16:51,354,425,446,486,488; 
17:175; 18:253,426,427,569,579,621,629; 19:28,359,508; 20:301,378,392,399, 
and see age distribution, behavior, capture-recapture, catchability, competition, 
diversity, ecological distribution, extinction probability, entomology, fish, genetics, 
Jackson estimate, migration, number of species, predation, predator-prey, sam- 
pling, transect 
plant, 19:364; 20:156,381,647,891,906 
Economics, 1:67; 3:110; 6:256; 7:36,100; 8:186; 9:505; 13:418,419; 15:17; 16:428, 
464; 17:618; 18:104,631; 19:257; 20:220,394, and see cost, economic entomology, 
elasticity, Gompertz, identification, productivity, programming, risk, stochastic, 
structure, time series 
ED 50, see median lethal dose 
Edgeworth series, 8:117; 15:466; 20:479 
Education, 18:428, and see psychology 
Effect 
carry-over, 6:315; 8:230; 9:430; 10:176,505; 12:234, and see latin squares in time 
main, 1:31; 5:145; 6:315; 7:14; 8:5,264; 9:389; 13:463; 17:372; 20:681, and see 
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analysis of variance, interaction 


pseudo-, 5:145 
7 residual, 15:33,116; 17:405; 19:98; 20:168,707 
- Efficacy, 19:393, and see efficiency 


Efficiency, 1:11,12,14,42,44,78,81; 2:2,29,31,34,36,54,57,78,119,123; 3:22,25,42,75, 
175; 4:74,112,122,191; 5:5,156,166,179,199,208,288; 6:15,45,61,189,192,202, 
221,247,282,302,392; 7:10,50,101,113,158,169,217,223,247,292,302; 8:30.09 126, 
170,173,204,236,279,334; 9:103,179,197,264,304,333,447,471,476,487; 10:33,64, 
286,311,317,335,482,501,509,538,553; 11:149,325,388,438,478; 12:81,222,231; 
3 13:11,202,319,383,411; 14:201,574; 15:51,80,101,129,259; 16:401,511,572; 17: 
-) 254,481,530,627; 19:103,266,279,290,325,392; 20:859, and see consistency, 
y efficacy, estimation, maximum likelihood, nonparametric test, power, sufficiency 
asymptotic, 6:223; 7:338; 9:60; 15:6,435; 17:63,573; 19:160,393 
loss of, 15:307; 18:250; 19:158,176,590 
of estimation, 15:51,70,620; 17:26,560,562; 18:42,68,72,104,141,603; 19:121,144, 
533,588; 20:647 
of grouping, 15:433; 19:358 
of sequential experimentation, 18:64 
relative, 16:351; 19:393 
sampling, 11:108,242; 14:80; 16:455; 18:143 
second order, 20:324 
table, 7:219,293; 10:539 
Eigen 
space, 15:635 
value, 12:62; 13:186; 15:340,635; 19:225,412,483 
zero, 19:227 
vector, 15:340; 19:225,483 
Elasticity, 16:430 
Election, see judging 
Empirical formula, 5:319; 9:458 
Encephalography, 20:400 
Endocrinology, 1:11,63; 2:85; 3:70,99,173; 4:122,269; 5:49,71,176,262,278; 6:98,363; 
7:122,323; 8:206; 9:431,467; 10:313; 11:174; 12:261; 13:132,364; 14:4; 15:146, 
148,310,334; 16:164; 18:134,328,633; 20:483,837 
Entomology, 1:12,30,47,51; 2:1,30,57,76; 3:44,99,193; 4:171; 5:83,165; 6:257; 7:121; 
8:172,277,383; 9:117,178,290,365,425; 10:119,142,302,455,505,540,562; 11:156, 
250,387,427; 12:515; 13:65,79,183,266; 14:159,223,229,572; 15:165,604; 16:19, 
30,448,486,490; 17:188,349,501,585,658; 18:354,456,568,626; 19:341,503,507, 
521,663; 20:794 
economic, 18:265 
~ Enzymology, 18:257,422; 19:406 
Epidemiology, 1:44; 3:173; 5:243; 7:320; 8:275; 9:285; 10:459; 15:162,335,496,638; 
16:489; 17:170,172; 18:104,253,327,627; 19:187,406,450,595,603,665; 20:377, 
626,840, and see contagious distribution, infection interval, public health, rumor 
Epistasis, 11:71,137; 14:343; 15:147,530; 16:314,375; 18:229,406,546; 20:522,660, 
and see genetic covariance 
dominant, 11:73 
recessive, 11:73 
Equation 
determinantal, 13:93,185; 14:8; 15:448; 16:37; 19:415,483 
difference, 12:158; 13:81; 16:644; 18:108,186,205,623; 19:444; 20:790, and see 
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boundary condition, differential equation, recurrence equation 
differential, 4:207; 5:323; 6:356; 9:213,286,462; 11:225,321; 12:58,157; 16:218, 
314,488,644,660; 17:120,137,391; 18:93,185; 19:33,406,596,658; 20:827, and 
see difference 
-difference, 18:623; 19:444 
fitting, 17:108 
matrix, 18:561; 19:409 
partial, 12:59; 18:552,564 
second order, 19:408 
stochastic, 17:508 
estimation, 13:4 
Gompertz, 7:247; 16:129; 17:89; 18:614; 19:307 
-Makeham, 16:507 
integral, 3:58; 4:139; 9:461; 14:16; 16:426; 17:351 
least squares, 17:91 
singular, 19:289 
linear, 18:109; 20:785 
homogeneous, 19:112 
non-, 16:285,540 
matrix, 16:613 
mechanistic, 19:407 
normal, 2:22,35; 3:177; 4:178,240; 7:11,236,249,338; 9:293,393; 10:65,268,274, 
303,336; 11:231,443; 12:193,362; 13:24,334; 14:501; 15:44,105; 16:201,467; 
17:211,451; 18:183,512; 19:102,113,236; 20:173,708,715, and see least squares 
nonlinear, 17:644 
observational, 2:7,22; 9:392; 15:105; 20:715, and see normal equations 
simultaneous, 2:23; 4:240, and see restriction, side condition 
nonlinear, 1:11; 13:54 
singular, 14:284 
structural, 17:139 


Equilibrium, 18:77 


genetic, 15:20; 19:13 
stability of, 19:197; 20:785 
stability of, 16:481; 18:78 


Equiprobable ellipse, 4:28; 11:345 
Ergodic, see process 
Errata, 3:54,138,140; 4:246; 6:33,168,258; 7:222,274; 9:106,335,534; 11:113,251,334; 


12:210,221,339; 13:112,473; 14:233,432,562; 15:631; 16:474,492,695; 17:333, 
509,581,669; 18:128,256,642; 19:187,188,327,369,509,639,667; 20:666 


Error 


biased, 13:373; 15:32,124 

components of, 13:236; 14:404; 15:31 

conditional, 19:233 

correlated, 2:18; 7:58,309; 10:61,516; 14:208; 16:457; 17:297; 18:148 
serially, 18:520 

correlation, 2:53; 3:32; 4:163 

experimental, 12:17; 15:31; 20:308 

function, see normal distribution 

gross, 3:27; 5:72,288; 9:75; 10:425; 11:278; 17:182 

homogeneity of, 1:11; 2:27,113; 3:28,37; 6:14,100; 10:516; 12:82,391; 13:506; 18:520 

interblock, 1:58; 4:60; 5:151; 6:25; 17:577, and see information 
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intrablock, 1:58; 4:60; 5:154; 6:25; 8:75; 9:422; 17:577; 20:3 
matrix, 3:377; 18:24,520 
mean square, 10:482; 11:276; 13:56; 18:184; 20:431,716, and see variance 
prediction of, 18:17 
reduction of, 18:19,410 
measurement, 15:237,574; 16:306; 19:95,160 
nonsampling, 20:912 
procedural, 13:140; 18:247 
propagation of, 8:388; 12:123; 14:213 
rate, 13:511; 15:560; 16:132,673; 17:326,539; 20:482 
regression, 2:15,43,54; 4:159; 6:166,297, and see analysis of covariance 
homogeneity of, 1:11 
residual, 11:261,278,428; 13:262; 20:3 
response, 15:237 
rounding, 14:165,236; 16:589 
sampling, 14:253 
serially correlated, 18:520 
sources of, 12:335; 18:284,411 
subplot, 18:284 
term, proper, 1:18,24,27,41,43,50,62,70; 3:25,40,91; 4:132,268; 5:69,72,178; 
6:166,289,434; 7:14,70,168; 8:169,243,385; 9:170,312,337; 10:236,330,407; 
11:135,334; 12:354,387,481; 13:132,375; 16:174; 17:144; 18:408,521,630 
theory of, 2:103; 3:23; 5:301; 7:33,309; 9:92,312, and see least squares, propagation, 
rejection of data 
type I, 12:31; 13:31,511; 14:569,573; 15:419,443,452; 17:324; 19:59; 20:431,459 
type II, 12:450; 13:517; 14:569; 15:419; 17:324; 19:59; 20:431 
type ITI, 13:517; 17:324 
vector, 19:114 
Erythrocytes, 6:282; 7:171,333; 13:485; 18:192,258, and see blood count, hematology 
Estimability, 19:106,236; 20:683, and see estimation 
conditions, 19:107 
principles, 19:111 
Estimate 
combination of, 9:59; 10:101,155; 12:40; 15:543; 19:37, and see combination of 
data, pooling 
unbiased, 19:163 
selection of, 12:222; 13:438 
Estimation, 1:28,77; 2:96,102; 3:3,25; 4:6,27,58,137,219,240,248,256; 5:33,68,84, 
116,165,288,306,320; 
432; 7:120,135,240,275,295; 8:3,13,51,183,269,278,307; 9:33,59,75,90,121,201, 
262,264,291,320,375,462,485,489; 10:94,178,180,181,184,293,402,469,481,531, 
557; 11:149,456; 12:162,211,419,449; 13:87,241,437; 15:153,337,435,574; 
16:651,660; 17:18,277,284,372,571; 18:24,42,68,104,262,366,512; 19:29,345,605; 
20:8,173,619,643,739, and see bias, combination of estimates, complete statistic, 
consistency, efficiency, estimability, gene frequency, information, prior informa- 
tion, regression estimate, score, Sheppard’s correction, stochastic approximation, 
sufficiency, theory of error : 
approximate, 16:400; 19:36,453 
Bayes, 10:308; 11:17; 14:568; 16:112,345; 17:171,300; 18:139; 19:505,506,507, 
657; 20:16 
biased, 16:359,513; 18:524; 19:34 
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consistent, 15:300; 18:104,409; 20:13 
correlated data, 20:655 
disiribution-free, 15:543; 19:532 
errors correlated, 14:208; 15:69 
fitting constants, 1:37; 2:10,22,35,43,94; 4:245; 7:11,118,318; 8:3; 9:264,293,482; 
10:236,324; 11:443,454; 12:362; 13:8,238,267,333; 15:119,192; 17:1; 19:658; 
20:430 
full information, 16:469, and see limited information 
graphical, 8:179; 12:123 
grouped data, 12:269; 20:219 
heuristic, 16:299 
incomplete data, 14:174 
inconsistent, 15:434 
inefficient, 6:109; 11:39; 12:323; 13:68,491; 15:4; 18:72; 19:453,533 
interval, 18:605 
joint, 11:149; 12:51,81,156; 15:491; 20:655 
least squares, 1:36,57,78; 2:22,37,43,94; 3:3,8,11,163; 4:27,178,240,248; 5:207,228, 
246; 6:10,120,177,180,187,315,397,414; 7:106,118,125,233,247,309; 8:43,91, 
124,249,384; 9:122,131,235,291,499; 10:29,64,108,181,227,255,292,304,335, 
400; 11:143,345,358,454; 12:174,224,399,422; 13:57,88,202,225,245,270,313, 
334,490; 14:257,338,361,501,553; 15:44,75,102,144,192,242; 16:92,133,201, 
299,316,369,454,467,484,607,686; 17:291,463; 18:180,240,337,524,596; 19:40, 
101,105,265,279,354,366,658; 20:715,829,875 
almost, 17:167 
approximate, 16:609 
biased, 14:140 
damped, 9:505 
from order statistics, 19:460 
inefficient, 14:208 
internal, 16:229 
iterative computation, 9:205,291; 13:238; 16:224 
multiple minima, 16:225 
single nonlinearity, 19:118 
unweighted, 20:837 
weighted, 13:437; 15:72; 16:94,285,369,660 
least variance difference, 16:469 
least variance ratio, 16:469 
likelihood-ratio, 5:80; 6:378; 7:19,125; 8:95,185; 9:20; 10:63,377,492; 11:240,338; 
13:8,54,538; 14:8; 15:441,625; 18:26; 20:613 
limited information, 16:469, and see full information 
maximum likelihood, 1:28,76,78; 3:26,97; 5:83,85,86,130,166,207,305; 6:19,104, 
110,129,171,187,188,194,212,224,361,413,432; 7:4,29,120,136,240,250,268,295, 
328,404; 8:1,16,95,179,249,271,279,292,316,390; 9:33,59,96,177,194,198,261, 
279,291 ,321,365,467,485,494,501; 10:131,178,184,227,303,377,395,402,460,488, 
532,545,557; 11:66,242,249,251,337,390,482,496; 12:25,48,163,211,301,513; 
13:4,28,66,245,413,437,461,478,551; 14:43,223,434,453,482,535; 15:1,62,72,92, 
151,203,241,300,324,433,489,577,589,632; 16:54,169,204,300,357,369,382,446, 
490,507,522,539,585,608; 17:1,58,121,142,153,185,252,373,503,553,572,584, 
658; 18:42,69,93,104,141,217,240,366,426,524,568,602,619,632; 19:28,43,144, 
320,349,421 ,452,507,518,541,549,606,651; 20:161,322,594,611,740,856,884 
analog, 18:358 
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biased, 12:222; 16:172; 17:121,554 
equations, general solution, 18:348 
graphical, 12:163 
inappropriate, 15:1 
incomplete data, 14:174; 15:326 
iterative computation, 5:83,85,131; 6:104,171,212,414; 7:29,136,268; 8:24,95, 
179,281,317; 9:60,96,467,476,489,503; 10:145,403,491,533; 11:149; 12:79, 
165; 14:128,454; 18:349,367; 19:421,518 
convergence of, 19:146,423,453 
scores, 14:186; 18:627 
yields no estimate, 12:175,213; 16:129 
method of moments, 6:122; 7:142,404; 8:20,280,292,329; 9:179,376,485,494; 
10:548; 11:149; 12:101; 13:68,491; 14:201,233; 16:659; 17:535,571; 18:42,366; 
20:323 
method of partial totals, 18:104 
minimax, 6:188,194; 10:36,100 
minimizing largest absolute deviations, 16:300 
minimizing sum of absolute deviations, 16:300 
minimum chi square, 1:39; 5:85,86,166; 6:414,432; 7:338; 9:376; 10:148,178,227; 
11:388; 12:174; 13:109,462; 14:460; 16:382; 18:43 
computation of, 5:86 
modified, 14:294,465; 16:660 
minimum unlikelihood, 10:100 
minimum variance, 3:163; 4:66; 6:28,]10,224; 7:157; 8:92,269; 9:91; 10:400; 
14:211; 15:69,100,229 
unbiased, 16:356; 18:213; 19:92,165,348,460 
moving average, 4:197; 6:414,432; 7:302; 8:51,250 
nearest neighbor, 20:647 
nonlinear, 14:566,567; 15:331 
nonparametric, 16:46,506; 17:58,657 
of components of covariance, 9:226; 11:123,136; 20:510 
of confidence intervals, 12:51; 18:22 
of derivatives, 10:5 
of dispersion matrix, 18:523 
of distribution, 13:67; 14:433; 16:522; 17:530; 18:259,361; 20:802,906,909 
of frequency, 17:29 
of function, 8:27,348 
of maximum, see optimum 
of mean, 17:26; 18:139,515 
of Poisson, 15:324; 16:204,522; 18:42 
variance of, 16:207 
of median, 9:75 
of optimum, 2:63; 4:171; 10:1; 17:492 
of potency, 3:86; 4:106,124,200; 5:266,281,309,320; 6:99,322,345,432; 8:19,179, 
249,372; 9:313,328; 10:209; 11:83,188,485; 13:131; 18:613 
of probability, 17:18; 20:160,655 
of proportion, 11:250; 16:178; 18:568,601 
of quadratic response surface, 15:611 
of ratio, 17:590 
of regression coefficient, 14:207; 16:399 
of risk, 18:603 
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of variance, 3:11,97; 5:209; 6:60,187; 7:66,202; 8:77,93,237; 9:60,462,487; 10:238, 
401; 11:390; 12:79; 20:910 
component, 2:110; 4:229; 5:191; 6:179,187; 7:3,29,70,75,85; 9:226; 15:71; 
17:438; 18:232 
weighted, 20:797 
optimum, 17:48 
ratio, 16:261 
sequential, 6:193; 15:551; 16:312; 19:509 
set, 19:241 
simultaneous, see joint 
space, 19:107 
structural, 16:467 
theory of, 13:417,422; 19:420 
truncated sample, 16:360; 19:588 
unbiased, 2:97; 3:9; 6:286,292; 7:4,156,279; 8:91,269; 12:433; 16:517; 17:267; 
19:353 
conditionally, 19:353 
impossible, 16:367 
Ethology, see behavior, ecology, social order 
Eulerian distribution, see gamma 
Evolution, 1:7,27; 4:148,218,250; 8:177,268; 9:117; 12:209; 16:36; 18:475; 19:657, 
and see competition, ecology, natural selection, taxonomy 
future, 18:424 
Examination, multiple choice, 20:225 
Expectation, mathematical, 1:18; 2:8,111; 3:119,163; 4:64,257; 5:86,109,308; 6:28, 
60,284; 7:3,89,140,269,285; 8:112,239,288; 9:56,91,197,210,232; 10:57,143, 
159,182,199,330,343,381,400,417,448,459,480; 11:410; 12:213,265,408,417; 17: 
610; 18:105; 19:70,400, and see mean, moment 
conditional, 16:543; 17:389; 18:422; 19:325,348 
of adjusted mean, 19:352 
of mean square, 11:123; 12:28; 15:49; 18:232,618; 19:635; 20:4 
for unbalanced design, 19:180 
of quotient, 18:497 
of time, 19:346 
Experimental design, see design of experiments 
Experimental unit, 11:238 
as own control, 17:408,576 
selection of, 1:31; 3:19,175; 4:211; 5:178,279,301; 8:169,214,234; 11:89,238; 
12:333; 16:29; 18:19,341; 19:60,617; 20:699, and see placebo 
Exponential, 18:614,627; 20:655, and see asymptotic regression 
compound, 14:567 
linear combination of, 18:104; 19:409,424 
risk, 18:330 
weighted sum of, see linear combination of 
Extinction, 20:215 
curve, 17:125 
probability, see probability 
time, 17:160 
Extrapolation, 5:229; 7:253; 10:4,474; 12:334; 13:265; 14:121; 16:451, and see 
interpolation, theory of error 
Extreme, 13:408; 17:160; 18:266 


| 
| 
4 i 


56 BIOMETRICS, VOLUMES 1—20 


deviate, 5:288; 9:13,74; 15:538; 16:312, and see distribution of ranked variable, 
order statistics, test 
studentized, 5:107 

value, 20:386 


F, see distribution, variance-ratio test 
Factor 
analysis, 7:61; 8:172; 10:22,181,183; 11:346; 13:186,409,410; 14:10,435; 15:248, 
400,496; 16:29,127,201,312,315,490; 17:321; 19:659; 20:381,394, and see 
communality, multivariate analysis 
loading, 16:30 
pseudo-, 9:297; 12:246,259; 17:176 
rotating, 6:312, and see replication in time 
Factorial experiment, 1:10,11,31,62; 2:26,54,77; 3:33,40,69,175; 4:54; 5:145; 6:15, 
79,203,228,319,362; 7:323; 8:1,237,387; 9:2,169,256,259,295,304,428, 467,476, 
502; 10:4,303,487; 11:15; 12:82,259,381,449; 13:287,391,539,543; 14:430; 
15:332,611,633; 16:2,696; 17:171,181,319; 18:160; 19:504,654,656; 20:312, 
400,883, and see bioassay, fractional replication 
analysis of, 11:114,134; 12:51,111,245,345; 13:197,239; 14:567; 15:38,327,334; 
16:310,314,566; 20:382,889 
asymmetrical, 13:422; 17:176 
confounded, 2:43; 8:123; 9:158,428; 11:399; 16:115,691 
fractional, 20:382,443 
incomplete, 9:428 
mixed, 15:641 
non-, 11:183; 12:481 
partially, see dummy treatment 
unreplicated, 20:443 
pseudo-, 2:115; 4:54,110; 5:1,145; 6:35; 9:299 
Fatigue, 2:13; 7:345; 9:29,44,306; 10:61; 12:128, and see sensory test 
Faulty analysis, 2:29; 3:101; 5:72; 8:3,221; 11:428; 13:291,481 
Feedback, 15:236,250; 16:481; 17:139, and see reciprocal interaction 
Fertility, 18:342,624; 20:29, and see reproduction 
Fiducial 
argument, 20:16, and see reference set 
limit, see confidence limit 
probability, 20:343 
Field experiment, 1:13,26,47; 2:18,36,44,54; 3:33; 4:54,109,171; 5:1,68,144,252; 
6:201,302,303,317; 7:21,39,167,261,300; 8:271; 9:157,186,395,412; 10:291,324; 
12:82,226,228,229,449; 14:207; 16:127,313; 17:167; 18:283,436; 19:193; 20:1, 
540, and see agronomy, analysis of groups of experiments, border, check plot, 
irrigation, long-term experiment, perennial, plot size and shape, rotation experi- 
ment, soil, standard variety, tree crop, uniformity data 
correlation with laboratory experiment, 1:42 
optimum block shape, 5:145,156 
procedural errors in, 18:247 
Fieller, 17:643 
Finger prints, 19:199 
Fish, 1:36,50,73; 2:73; 3:145; 5:14,27,115,213; 6:59; 7:171,301; 8:286,391; 11:504; 
12:449; 14:78,291; 16:129,132,261,354,602; 17:167,415; 18:265,628,631; 19:28, 
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321; 20:139,661,663,901, and see ecology, Lee’s phenomenon, optimum catch, 
population management 
populations, 13:546,548 
scales, 1:73,76; 5:15,31,217; 17:167 
Fisher, R. A., 20:237 et seq. 
appreciation, 18:437; 19:200 
bibliography, 20:252 
biography, 20:238 
obituary, 19:200 
Fitness, 17:175,388; 20:333 
Fitting constants, see estimation 
Fitting distribution, see estimation 
Fitting regression, see regression 
Follow-up 
examination, 20:732 
study, 18:323,624 
missing data, 17:57,653 
nonresponse bias, 18:624 
Food technology, 2:64,76; 3:104; 4:80; 5:190; 6:1,295; 8:78; 9:39,295; 10:24,388; 
12:499; 13:9; 14:46; 19:491, and see biochemistry, cereal chemistry, enzymology, 
nutrition, sensory test 
Forecasting, see prediction 
Forensic statistics, 6:435 
Forestry, 1:16,29,67; 3:101; 5:174; 10:162; 12:449; 14:219; 15:409; 16:399; 18:292, 
581; 19:450,603; 20:553,654,902,903,904, and see tree crop, wood decay 
Formula, see hypothesis, law, model 
Fourfold table, 1:55,84; 2:47,95; 3:123; 5:251; 8:220; 10:420,441,453,478; 11:249; 
13:114,453; 15:153,441; 17:173,176; 18:114,224,343,601; 19:176,199,366,457, 
and see chi square, contingency, continuity correction, tetrachoric 
exact test, 10:420; 19:178; 20:352,374,840 
misclassification in, 19:158,187,658 
Fractile, see percentile 
Frequency, 11:395 
trend in, 12:58 
Functional, 14:15 
analysis, 20:909 
Fundamental curve, 4:197 
Fungicide, 1:41; 13:433; 20:722 


G 


Galton-Macalister distiibution, see logarithmic normal distribution 
Galton’s quincunx, 2:97 
Game, 6:190; 14:658; 17:167; 18:204; 20:401 
matrix, 17:167 
Gamma function, see gamma distribution 
tri-, 12:170 
Gaussian distribution, see normal distribution 
Gauss multipliers, 10:306 
Gegenbauer polynomials, 12:62, and see orthogonal polynomials 
Gene 
complementary, 11:73 
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duplicate, 11:73 
frequency 
distribution of, 16:69 
equilibrium, 19:368, and see genetic equilibrium 
estimation, 16:534; 17:153 
rate of change, 16:64,488; 19:662 
stochastic theory, 19:508 


Generating function, 13:81,94,411; 14:133; 17:431,587; 18:222,355,365,395,547; 


20:186, and see characteristic function, cumulant, moment, probability 
Genetic 
advance, see progress 
combining ability, 2:78; 17:230; 19:278; 20:377,385,532 
estimation of, 19:287 
specific, 19:279; 20:377,385,532 
variance of, 19:287 
variance of difference, 19:280 
drift, 12:57; 18:404 
equilibrium, 15:20, and see gene frequency equilibrium 
progress, 2:77; 3:180; 6:204,353; 9:90; 14:137,140; 15:11,192,311,377,514, and 
see selection 
maximum, 13:442; 15:225,516; 17:120,264; 20:48 
rate of, 16:414; 18:376,391,404; 19:18; 20:395,576 
variance of, 20:121 
Genetics, 1:7,15,55,86; 2:28,75; 3:55,99,123,180; 4:1,98,138,218,254; 6:169,175,182 
186,200,207,221,344,353; 7:18,118,270; 8:112,173,269,388; 9:117,205,267; 10: 
164,185,184,235,405,503; 11:69,250; 13:451; 14:134,223,570; 15:538; 16:304; 
17:169,261,329,387; 18:229,619; 20:330,931,932, and see affinity, allele, all-or- 
none trait, bleod groups, breeding, cancer, chromosome, crossover, cytology, diallel 
cross, dominance, epistasis, evolution, fitness, gene, genetic, geno-type-environment 
interaction, genotypic, heritability, heterosis, heterozygosis, homostyly, hybrid, 
incompatibility, interference, junction, linkage, loci, maternal effect, mating, 
Mendelian, mutation, natural selection, parentage, paternity, path, polymorphism, 
polyploidy, recombination, relationship, repeatability, sampling studies, segrega- 
tion, selection, self-fertilization, sex, sterility, tetrad, twin, viability, weighting, 
zygosity analysis 
ecological, 16:488 
human, 3:193; 4:138; 8:112; 9:267; 10:184,195,309,406,445; 11:242,247; 12:226; 
14:130,143,513; 15:142; 16:136,304,534; 18:370,424; 19:197,198,666; 20:334, 
and see ascertainment, birth rank 
medical, see human 
multifactorial, 19:197 
nonadditive effects, 11:139; 13:409; 15:137,138; 20:522 
number of genes, 1:39; 2:78 
number of loci, 7:133; 12:216,433; 15:139 
penetrance, 16:536; 16:424 
pleiotropy, 15:518 
population, 1:27,39; 9:125,275,336; 10:163,164,184,307,347; 11:69,95,136,245,357; 
12:190,404,452; 13:442; 14:130,343,489; 15:219,482,521; 16:135,195,311,314; 
17:168,658; 18:543,623; 19:18,197,662; 20:505,663,785,818,904 
teaching, 20:389 
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prediction, 11:95; 18:241 
quantitative, 18:342; 19:197,654; 20:379,388,661,664,901 
statistical, see population 
theoretical, 14:135; 15:141,158 
Genotypic, see genetic 
function, 18:422 
Geology, 15:642 
Geometric series, 8:178; 14:436; 16:535; 17:584; 18:105,583 
compound, 18:583 
Goal, 18:53 
Goodness of fit, 2:37; 5:320; 6:17,146,218,361; 7:139,396; 8:3,18,322; 9:122,183, 
279,294,322,354; 10:33,378,396,417,460; 11:296,389,487,500; 13:53,460,493; 
14:227; 15:440; 16:99,255,615; 17:253,261,507,584; 18:587; 19:325,526,614; 
20:597, and see chi square 
Gradient, 17:48 
Grading, see judging 
Graduation, 18:354, and see curve fitting 
Graeco-latin square, 8:171; 11:327; 15:61,74,642; 17:406; 19:99; 20:713, and see 
orthogonal squares 
Gram-Charlier series, 6:174 
Graphics, 1:31,41,57,73; 2:74,83; 3:62,151,166; 4:199; 5:50,83,237,339; 6:15,120, 
175,180,215,328,343,345,385,432,437; 7:200,234,260,302,328; 8:19,120,179,191; 
9:86,201,320,463,468,476; 10:54,150,182,187,314,538,550; 11:277,466; 12:167, 
451; 13:185,407; 14:34,292,453,567; 16:206,364; 17:86,95,178,495,649,658; 
18:291,476; 19:148; 20:743,827, and see computation, grid, half-normal plot, 
nomography, probability paper, slide rule, transfer method 
Grazing, 18:267 
Greenhouse experiment, 13:235; 16:698 
Grid, 18:284, and see graphics 
Group 
Abelian, 13:411 
-ing, 1:38,74,76; 6:18,171; 7:263; 8.19,347; 10:538; 11:237; 12:85,269; 14:439,567; 
15:151,433,442; 17:26; 18:363,476; 19:364; 20:198,219,606, and see balance, 
chi square, clustering, qualitative data, Sheppard’s correction 
interval, selection of, 15:443 
logarithmic, 8:22 
optimum, 19:70 
size, selection of, 15:219,421; 18:569 
Groups of experiments, analysis of, 14:293,521; 17:111; 19:615; 20:390,540, and see 
analysis of series of latin squares, pooling 
Growth, 1:44,73; 2:37; 3:58,61,172; 4:48,139,213,240; 5:19,27; 6:303,310,362,395; 
7:126,135, 172,247,332; 8:271; 9:212,260,286; 10:302,361; 11:225; 12:336,455; 
13:239; 14:1,139; 15:149,151,161,165; 16:1,28,129; 17:89,170,174,220,332, 
333,349,634,653; 18:104,148,482; 19:29,93,119,308,406; 20:389,401,655,859, 
and see allometry, biometry, cell division, logistic, morphology, population, 
Robertson’s equation, wound healing 7 
compensation, 1:75 
curve, stochastic, 20:911 
experiment, 17:506 
plant, 1:77; 2:37; 4:171; 10:282 
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rate, 14:2; 15:98; 16:1; 17:352; 18:340 
G statistics, 2:96; 3:26, and see moment 
Guard row, 12:350; 18:284, and see border 


H 


Half-leaf method, 2:83; 11:327; 15:61 
Half-life, 17:127; 20:398, and see three-quarters-life 
Half-normal plot, 20:382,443 
Half-plaid square, 9:157, and see orthogonal squares, plaid square 
Harmonic analysis, 3:3; 13:241 
Harvest 
interval, 18:483 
multiple, 18:486 
time of, 18:478 
Health 
mental, 20:658 
public, 1:52; 3:110,123; 5:82,95,96; 7:309; 8:174; 10:119,185; 14:195,438; 16: 
308; 19:655,666, and see epidemiology, medicine 
survey, 20:911,912 
Heincke’s estimate, 16:362 
Hematology, 1:20,37; 3:50,172; 4:141,143,197,200; 5:318; 6:184,260,282,390,435; 
7:171,185,227,331; 8:105,390; 13:485; 14:558; 15:156; 16:41; 18:425,628; 20: 
398, and see blood, erythrocyte, serology 
Heredity, see genetics 
Heritability, 4:223,263; 6:104; 9:336; 10:312; 11:95,144,360; 12:453; 13:111,443, 
550; 14:137,571; 15:15,141,142,143,148,513; 16:296; 17:173,364,553,626, and 
see genetic correlation, repeatability 
confidence limits for, 12:99; 15:227; 18:124,633 
exact, 19:494 
estimation of, 9:90; 10:166; 12:84; 15:417,475; 16:311; 17:481; 18:123,342; 19:496; 
20:122,505,657,818 
distribution-free, 15:227 
optimum, analysis of variance, 16:352 
optimum, regression, 16:348 
expectation of, 18:125 
sampling distribution of, 20:377 
test of difference, 16:301 
unreasonable estimate, 20:59 
variance of estimate, 11:146; 15:224; 18:404; 20:122,820 
Hermite polynomials, 8:119; 15:456; 19:500 
Heterogeneity, see homogeneity 
Heteroscedasticity, see scedasticity 
Heterosis, 1:80; 2:75,78; 3:180; 12:430; 19:664, and see overdominance 
negative, 15:146 
Heterozygosis, rate of decrease, 19:15 
Histogram, 1:73; 5:220; 8:85; 9:124; 19:92, and see class mark bivariate, 2:97 
Histology, 18:421, and see cytology 
Homeostasis, 15:242; 16:433 
genetic, 15:137 
Homogeneity, stochastic, 19:221 
Homogeneous coordinates, 15:164 
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Homoscedasticity, see scedasticity 
Homostyly, 20:785 | 
Horticulture, 2:61,76,77,78; 3:61,139; 6:145,164,168; 7:300; 8:89; 9:39,412,428; 
10:176,387,503; 11:99,125; 12:334,381; 13:127,355; 14:140,142; 16:2,136; 
17:97,333,634; 18:267,284,478,614; 20:492, and see agronomy, crop, greenhouse 
experiment, harvest, perennial, weed 
Hospital use, 18:262,622 
Hotelling’s 7’, see test 
Howard count, 16:339 
Hybrid, double-cross, 18:229,20:522 
Hyperbola, fitting, 16:606 
Hyperbolic secant, squared, 12:399 
Hypergeometric, 7:276; 8:287,391; 10:167,308; 12:61; 13:498; 14:230,246,558; 
15:299,493; 16:364; 17:53,495,569,620; 19:185,408,506; 20:804 
confluent, 19:185,408 
multivariate, 19:186 
Hypothesis, 1:38; 2:76,82; 3:56,61,173,181; 4:1,80,91,249,269; 5:162,172,274,280; 
6:122,169,259,400; 7:114,125,354,412; 8:35,95,96,238,276; 9:176,244,389; 10:33, 
213,311,376,517; 14:122; 17:635, and see law, model, parsimony, test 
alternative, 19:61,72,159,177,189,214,275,401 
selection of, 19:219 
binomial, 20:794 
isometry, 19:499 
linear, 2:7,22; 3:23,95; 4:177; 5:73; 6:8; 7:1,17,71,125; 8:2,124; 9:11,131,229,529; 
10:199,291; 14:6; 18:24,339; 19:111 
for variances, 7:17 
matrix, 13:421; 18:25 
null, 1:8,26,70,81; 2:13,16,18,38,68; 3:96,98; 5:77,81,265,339; 6:14,178,191,299, 
325,372; 7:7,17,250,299; 8:85,112; 9:20,23,108,416; 10:63,92,167,170,291,408, 
417,448,483,487,521; 11:16,338,395,415; 12:26; 13:269,323,346,459,502; 14:5; 
15:108,406,443,561; 16:49,177,418,593; 18:27,225; 19:59,135,158,214,325,401; 
20:210,320,610,683,772,893 
departures from, 19:339 
non-, 6:191; 12:31; 18:339; 19:59,219 
selection of, 19:219 
not independent, 19:403 
test of, 15:231,385; 20:429 
of homogeneity, 18:367 
risk, 18:330 
testable, 18:261; 20:681 
testing, 19:309 
test of, 17:372; 18:337; 19:386,479 


I 


Identifiability, 5:88; 9:48; 12:25,230; 13:93 
over-, 15:248; 17:142 
problem of, 17:140 
test, 16:477 
under-, 15:248; 17:142 
Immer, F. R., obituary, 2:31 
Immunology, 1:21; 3:172; 5:277; 6:320; 7:312; 8:177; 9:259; 10:171,172,173,195; 
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11:469; 13:179; 14:144; 15:87; 18:212, and see serology, tuberculin 
Incompatibility, 16:61; 19:278; 20:285 
Incomplete experiment, 2:61, and see missing data 
Incubation time, 6:344 
Independent variable, see regression 
Index, see rank, selection 
number, 19:656 
of dispersion, 6:17; 12:264, and see chi square 
for truncated Poisson distribution, 12:275 
Induction, see inference 
Industrial research, 5:175,190; 6:228,233,290; 7:15,102,340; 8:17,30,75; 9:151,259; 
10:186,187,262,273,306; 11:257,402,406; 12:1,127; 13:222,391,401,411; 20:907, 
and see accident, chemistry, physical science, statistical control 
Infection 
interval, 5:243 
rate, 12:154 
theory, 16:582 
Inference, 1:8,70; 2:17,104; 3:8; 4:218; 5:291; 6:189; 9:279; 10:308; 11:123; 12:32; 
15:248; 16:133; 18:366,429; 19:665; 20:427,898, and see act*on, conclusion, test 
fiducial, 9:470; 10:100; 12:32; 18:409 
Information, 1:38,42,78; 2:29,43,54,122; 3:36,42; 4:54,185,238; 5:69,130; 6:2,192, 
194,202,221; 7:169,219,264; 8:11,20,33,87,170,221,334; 9:110,175,182,198,332, 
469,487,523; 10:64,132,208,286,335,405,469,539; 11:333,404,436,469,494; 12: 
25,35,74,253,399,513; 13:178,285; 14:5,24,112,213; 15:100,162,248,441; 16:162, 
351,454,470,491; 17:26,120,155,554,591; 18:148,413,572; 19:70,589; 20:319,388, 
and see analysis of variance, combination of data, design of experiments, esti- 
mation, order, precision 
determinant, 18:43 
expected, 7:269 
interblock, 2:31,35,42,55,58,115; 3:69; 4:62; 5:155; 6:26; 7:148,287; 8:75,33,94, 
122; 9:59,146; 11:325; 12:352,370; 13:1,239,268,315; 14:258,339; 15:60,80, 
263,544,633; 16:566; 17:459,648; 19:163 
intervariety, 13:412 
intrablock, 2:35; 3:69; 4:62,109; 6:26,45; 7:148; 8:77,122; 12:352; 17:459; 20:701 
ignored, 19:293 
loss of, 15:38,126; 16:117; 18:414 
by truncation, 17:155; 19:589 
matrix, 6:188,213; 7:250,268; 9:261; 11:483,495; 14:192; 15:446; 17:91,530,573; 
18:310,345,367,426,604,621; 19:43,127,145,320,529,550; 20:595,612,833,878 
empirical, 17:93 
estimated, 19:320 
inverse, 18:95; 19:46 
mean, 11:240 
observed, 7:269 
order, 19:189 
prior, 18:139; 20:432,664,687 
processing, 18:420 
retrieval, 18:279 
sacrifice of, 19:453 
theory, 9:523; 15:625; 13:420 
Inheritance, see genetics 
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Inner product, 13:456; 16:30; 19:53 
Integration, 8:21, and see integral equation 
Interaction, 1:11,15,16,31,37,41,55,85; 2:24,26,30,62,77; 3:10,40,50; 4:54,101,132, 
212,243; 5:72,145; 6:15,28,51,79,234,318,366; 7:13,18,324; 8:5,58,264; 9:3,171, 
253,264,299,414,434; 10:21,102,165,187,255,267,494,505; 11:127,202; 12:1,481; 
13:341,455,498; 14:7,141,144; 15:107,309,591; 16:161; 18:173,261,412; 20:224, 
430,513, and see analysis of variance, main effect, model 
as error term, 2:43; 3:91; 4:133; 6:10,319; 7:14,109; 8:75,238; 9:256,337,416; 
10:331,346; 11:114,1384; 13:140; 15:32,311,414; 16:167; 17:145; 18:521; 
19:636; 20:486 
assumed zero, 11:15,403,454; 12:2; 13:333; 17:145; 20:446,686,714 
component, 18:166 
confounded, 12:357; 17:319 
elimination of, 20:390 
evaluation of, 18:630; 19:631 
generalized, 4:57 
genetic, 11:71; 12:415; 18:229 
genotype-environment, 14:343,489,572; 15:10,137,143,477; 16:376; 17:168,387,475; 
19:288; 20:378,384,540 
interpretation of, 9:388; 10:21; 13:498,550; 14:32,107; 15:144; 16:134; 20:890 
minimized, 3:51 
of main effect and residual effect, 20:169 
of quality and quantity, 7:433; 9:387 
of treatment and block size, 20:705 
of treatment and location, 13:498; 19:615; 20:6 
reciprocal, 16:423 
lag, 16:423 
Intercept, 18:425 
confidence limits for, 18:154 
Interference, 4:3; 13:99; 14:136; 19:508; 20:336 
Interpolation, 2:121; 4:197; 8:51; 10:4; 13:535; 14:234; 16:451,511, and see ez- 
trapolation, moving average, theory of error 
inverse, 16:673; 18:160; 19:121 
Interviewer, selection of, 12:464 
Intransitivity, 19:214, and see circular triad 
Invariance, 19:91,407,534, and see information, variance 
Inventory, 20:909 
Irrigation, 9:157; 13:506 
Isobole, 17:187,658 
Iteration, 1:39; 2:121; 3:166; 6:10,182,223,305; 9:179,278; 10:156,320; 11:151,251, 
284,319,346,483; 12:49,79,302,514; 13:29,54,399; 14:174,203,284,538; 15:72, 
107,203,324,450,579; 16:106,168,285,370,474,524; 17:2,93,154,375,590; 18:42, 
78,94,104,348,367,605,615; 19:121,224,651; 20:595,612,741,835,885, and see 
computation, least squares, miximum likelihood 
convergence, 14:176; 16:224 
acceleration of, 14:183 
selection of initial values, 19:322 


Jackson estimate, 16:358 
Jacob, W. C., obituary, 20:896 
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Jacobian, 12:64; 17:399 
Jacobi polynomials, 12:63, and see orthogonal polynomials 
Judge, selection of, 12:393; 20:145 
Judging, 1:43,48; 2:17,76; 5:77; 6:1,206; 9:107; 10:302,305,375,524; 11:43; 12:128; 
16:86; 19:213, and see selection of judges, sensory test 
agreement, coefficient of, 11:48 
contests, 2:67 
number of samples, 6:1; 9:31 
Junction, 20:85,336 


K 

Karber’s method, 4:197; 5:85; 6:321,413,432; 7:295; 10:150; 14:460; 16:586 
Kinetics, 20:398 

hypergeometric, 18:625; 19:406; 20:396 
Kronecker 

delta, 18:161,544 

product, 13:19; 18:161, and see direct product of matrix continued, 18:165 
k statistics, 12:433; 14:71,142; 20:185, and see moment, polykay 
Kummell line, 14:123 
Kummer’s formula, 14:233 
Kurtosis, 6:103; 8:332; 9:11; 10:429; 17:528; 19:73,356; 20:479,30, and see moment 


L 


Laboratory experiment, 16:698 
Lag, 16:423 
Lagrange multipliers, 5:194; 7:28; 10:493; 15:13; 16:177,468; 17:637; 18:121; 19:629 
Lagrange series, 15:324 
Largest value, see extreme 
Latent 
effect, 19:541° 
root, 7:61; 9:389; 13:185; 14:160; 15:22,165,446,585; 16:31; 20:89,785 
structure, 20:400 
vector, 16:29 
Laurent, Roger, obituary, 14:451 
Law 
‘exponential, 19:407; 20:397 
inverse square, 17:125 
inverse square root, 17:125 
inverse two-thirds power, 17:125 
Liebig’s, 18:267 
Mitscherlich’s, 7:248; 9:498; 17:492; 18:267,614; 19:119; 20:873 
multiple process, 18:626; 19:416; 20:396 
of large numbers, 18:603; 19:546 
of minimum, 18:267 
of substitution, 19:88 
power, 20:397 
single process, 17:125; 18:626; 19:120,184,408; 20:396 
Weber-Fechner, 1:43; 11:335; 19:186 
LD 50, see median lethal dose 
Learning 
effects of, 15:389 
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theory, 4:98; 9:280; 15:397 
Least significant difference, 1:80; 2:31; 3:79,92; 4:214; 6:14; 9:43,147; 10:167; 
11:2; 12:372; 13:512; 20:473 
Least squares, see estimation 
Lee’s phenomenon, 1:76 
Legendre polynomials, 15:444, and see orthogonal polynomials 
Levels, selection of, 12:312,323; 20:657 
Liebig, 18:267 
Life 
expectation of, 8:91; 17:64; 18:258 
table, 3:58,59,129; 4:51; 13:435; 15:494,635,637; 16:315,618; 17:57, and see 
actuarial statistics 
construction of, 17:74 
testing, 13:433,497; 14:567; 19:30,307; 20:909 
sequential, 19:31 
Likelihood, 7:28; 10:100; 11:66; 12:31,164,212; 15:207,589; 16:53,176,447,468,484; 
17:62,157; 19:36,421,589; 20:324,619,740,833 
maximum, see estimation 
-ratio, see estimation 
Limnology, 5:14,28, and see fish, plankton 
Linear dependence, 2:23; 7:269; 11:483 
Linearity, 1:9,10,38; 3:149; 5:88,261,282, and see regression, test 
Linkage, 1:28,85; 4:265; 5:305; 7:270; 8:173; 10:184; 11:70,138,358; 12:208,413, 
415,442; 13:98,453; 14:135; 15:139,140,145; 17:506; 18:241,619; 19:1,654; 
20:217,319,337,660, and see interference, junction 
correlation with genetic interaction, 12:421 
quasi-, 13:100 
sex, 16:241; 19:5; 20:379,505 
Location parameter, 19:90 
Logarithmic, see distribution 
Logistic, 1:39,44; 3:173; 4:200; 6:414; 7:247,327; 8:249,268; 9:266,271; 10:178,227, 
310,398; 11:228,337; 12:399,455; 13:28; 14:453,549; 20:593,655, and see 
growth, logit transformation, population 
fitting, 17:89 
generalized, 17:89; 18:614 
Longevity, see life table, mortality 
Longitudinal experimentation, 18:520 
Long-term experiments, 1:16; 2:61; 6:194,241,315; 7:21; 8:14; 9:428,429; 10:324; 
11:201; 12:330,345; 15:30; 19:273, and see perennial, rotation, tree crop 
Lorenz polynomials, 16:311, and see orthogonal polynomials 
Loss, 14:569; 19:508; 20:14 
Ludwig, Wilhelm, obituary, 15:360 


Mail survey, see sample 

Malformations, 16:315 

Mann-Whitney U statistic, see U statistic 

Mantoux test, 17:33 

Market research, 15:337 

Markov, 6:339; 9:276; 10:361; 12:57; 13:416; 14:528; 15:638; 16:218,543; 18:395, 
423,564,586,623,626; 19:509,603; 20:29,158,649,891, and see stochastic process 
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chain, reversible, 19:605 
semi-, 18:627 
Maskell, 18:267 
Masking, 9:17 
Mass action, 7:332,435 
Matching, 18:355; 19:175; 20:840, and see balance, paired comparisons 
multiple criteria, 19:398 
Maternal effect, 19:18 
Mathematical biology, see biometry 
Mathematical statistics, 19:194 
Mating, see breeding, diallel cross 
assortative, 11:140,365 
brother-sister, 19:1; 20:110 
random, 4:254; 7:18; 12:206; 17:232,388; 19:2,662; 20:509 
repeat, 19:110 
system, 19:1; 20:85,99,785 
Matrix, 6:251,335,372; 7:269,284; 8:6; 9:49,276,499,533; 10:365,453,518; 11:51, 
143,175,411,468,481; 12:232; 13:52,244; 14:160; 15:16,57,105,309; 17:169; 
18:23,501,554, and see characteristic, covariance, determinant, Doolittle, eigen, 
information, latent, linear dependence, multivariate analysis, simultaneous 
equations, singular equation, trace 
admissible, 18:562 
algebra, 12:205,256; 13:19,416; 14:259,190,364,567; 15:195; 16:46; 18:39; 20:646 
augmented, 17:397 
circulant, 19:296 
classification, 17:139 
correlation, see correlation 
design, 11:176,481; 13:421; 15:616; 18:23 
diagonal, 17:374; 20:445,692 
difference between, 19:220 
direct product of, 11:179; 14:567; 15:147,191,309,589; 18:164 
dispersion, 13:184,429; 16:29; 17:12,95; 18:23,520; 19:461,480; 20:119 
dominance, 19:216 
equation, see equation 
function, 18:562 
generation, 20:88,103 
hypothesis, 13:421 
incidence, 19:234; 20:701 
inverse, 4:178,245,248; 6:180,380; 8:5,339; 9:210,237; 10:10,306,346,370,519, 
534,547; 11:182,188,231,435,495; 12:346,363; 13:364; 14:212,225,293; 18: 
396; 20:185 
tables of, 11:195 
inversion, 14:258,276; 15:618; 16:93,647; 17:95,248; 19:266,280; 20:655 
conditional, 19:246,262 
square-root method, 8:9 
Kendall, 12:400 
least squares, 19:280 
null, 18:25 
of coordinate functions, 11:483 
orthogonal, 18:161 
paired-comparison, 19:216 
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parameter, 18:32 
partitioned, 18:24 
power of, 11:51; 19:225 
rank of, 17:112,394; 18:23; 19:105,236 
similar, 18:563 
singular, 18:181; 20:834 
non-, 20:453 
stochastic, 10:347; 13:418,419; 16:218 
transition, 18:395; 19:15,307,605; 20:159, and see generation 
triangular, 19:413 
truncated, 13:420 
Mean, 2:73; 3:26,43,163; 5:288; 6:60,261; 7:9,181; 9:75,220,523; 10:198,307; 16:300, 
473, and see expectation, median, mode, moment 
adjusted, 1:11; 2:15,31,35,36,53,78,118; 3:34,69,77,84; 4:159,177,244; 5:5,156; 
6:27,46; 7:313; 8:75; 9:146; 10:70; 11:401,427,435; 12:251,365,370; 13:13,266; 
15:76; 18:412; 19:103,266,352; 20:204,706, and see least squares, regression 
variance of, 18:412 
deviation, 12:231; 16:301 
geometric, 6:146; 11:84; 18:605 
harmonic, 5:306; 8:304; 17:491; 18:605; 20:854,885 
of extremes, 5:288 
of function, 7:68 
of product, 17:172 
ratio of, 12:520 
sample, 15:282 
weighted, 2:55; 3:78; 8:304; 9:59,388,447; 10:108,556; 11:114,325,368; 14:118; 
18:605; 19:316 
semi-, 10:109 
table, 10:110 
Measurement, 17:176,177; 18:119 
error, 19:160 
Median, 2:74; 6:190; 8:30,201; 9:75; 10:539; 16:300,473; 20:782, and see mean, mode 
Medicine, 1:3,52; 2:47,98; 3:99,109,123; 4:137; 5:81,95,127,243,277; 6:181,259, 
303,322,395,435; '7:126,309,320,340,435; 8:90,105,113,277; 9:260,320,431; 10: 
160,163,171,195,313; 11:83,375; 12:229,283; 14:21,141; 15:335,489,496,577; 
16:41,134,490, and see accident, age, analgesia, anesthesia, blood, cancer, case 
histories, chemotherapy, clinical, demography, diagnosis, encephalography, 
epidemiology, follow-up studies, genetics, health, hematology, histology, hospital, 
infection, immunology, malformation, microbiology, morbidity, mortality, nervous 
system, pharmacology, physiology, psychiatry, psychology, reproduction, Schick, 
serology, surgical mortality, therapeutic index, toxicology, tuberculosis, vaccine, 
virology, wound healing 
experimental, 20:899 
prospective studies, 18:323; 20:273,846 
records, 19:367; 20:217,274,658 
retrospective studies, 15:639; 18:323,628; 19:324; 20:273,846 
Metameter, 5:261,282; 6:101; 7:212,327; 8:18,324; 10:305,306,531,544; 11:465; 
12:492; 13:35; 15:576; 16:282; 17:180,657, and see metric, scale 
choice of, 14:462 
Metric, 1:27; 3:173; 4:4; 6:145; 9:11; 10:130; 11:312; 13:98; 18:27, and see meta- 
meter, scale 
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Microbiological assay, 3:106; 5:280; 8:376; 12:501; 13:35; 19:118, and see bioassay, 
microbiology 
controls, 16:339 
impurities in, 19:134 
recovery, 19:134 
validity, 20:908 
Microbiology, 2:82; 3:175; 5:126,163,211,277,283,289,317,333; 6:105,120,128,169, 
181,290,347; 7:120,133,271,320,334; 8:391; 9:185,201,260,278,320; 10:227,423, 
541; 11:225,375; 12:123,230; 13:149,407,408; 14:195; 15:1; 16:482,582; 17: 
33,150,220; 18:185,261,354,568; 19:119,659; 20:375,576,656,883, and see 
antibiotic, dilution series, extinction, Howard count, microbiological assay, 
mycology, sanitary engineering, virology 
Migration, 16:446,642; 17:508,571; 18:549,631; 19:50,318; 20:905 
Miller disc, 6:390 
fill’s ratio, 16:344 
Missing data, see data 
Mixed-up data, see data 
Mode, 1:73; 6:103; 9:191; 16:473; 19:92, and see mean, median 
multi-, 18:357; 20:830 
Model, see biometry, causation, components of variance, feedback, hypothesis, law, 
learning theory, missing data, parsimony, path analysis, regression, social order, 
stability, structure, theory of error, transformation, variance related to mean 
additive, 19:229 
agronomic, 19:198; 20:2 
analysis of variance, 16:178,212; 18:618 
fixed effects, 11:123; 13:498; 14:411; 15:335; 16:310; 18:38,53; 20:151,432, 
485,542,681 
mixed, 11:123,136; 13:348; 15:149,389; 16:549; 17:145,607; 18:149,520; 19:163, 
662; 20:432,485,514,907 
Model I, see fixed 
Model II, see random 
Model III, see mixed 
random, 11:123,136; 16:310; 17:608; 20:432,485 
applicability of, 19:45,664; 20:836 
asymptotic, 17:121 
Bayes, 20:25 
binomial, 18:568; 20:794 
approximate, 19:153 
compound, 20:906 
semirandom, 20:800 
bioassay, 13:136,150; 14:462 
biological, 9:176,275; 15:591; 18:126,185,263,354,425,479,577,579,595,620,627; 
20:209 
birth-death, 17:168; 18:543; 20:28 
classification, multiple, 19:105 
comparison of, 19:197,267,595; 20:914 
competitive action, 20:566 
component, 18:543 
crossover, 19:508 
departures from, 14:45; 17:579; 19:664 
deterministic, 18:77,263; 19:197,342,595,665 
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diagnostic, 17:299; 20:733 

different, compared, see comparison of 

disease, 19:665; 20:733 

ecological, 16:55; 18:76; 20:392 

element, 19:181 

exact-time, 19:37 

exponential, 17:125; 18:104,259; 19:30 
double, 19:144 

factor analysis, 14:10 

fertility, 20:33,395 

formation of, 16:4,23; 17:120 

full, 14:361 
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genetic, 4:255; 8:389; 9:96,340; 10:165,237,307; 12:104,410; 13:103; 15:312,417; 
16:535; 17:361,481,627; 18:121,229,424; 19:279,288,508,654,664; 20:222,507, 


522,620,904 

selection, 20:222 
growth, 14:1; 17:332 
hierarchal, 18:530,537 
host-pathogen, 17:386 
inappropriate, 13:501; 16:392; 18:78 
incomplete, 20:427 
infection, 19:451; 20:656 
interaction, 19:229,239; 20:681 
interblock information, 16:568 
interpretation of, 16:5; 19:109,145,272 
intersection, 20:837 
interval, 19:37 
inventory, 20:909 
joint action, 18:264,620; 19:517; 20:566 
learning, 20:401 
least squares, 10:304; 17:463,577 
life testing, 20:909 
linear, 17:125,660; 19:38,51,101,105,352,662; 20:682 
logistic, 15:490; 17:372 
longitudinal, 18:520 
Markov, 19:368 

semi-, 20:397 


mathematical, 1:27,38; 2:74; 3:4,19,104,137,145; 4:49,135,140,201,225; 5:65,191, 
214,244,261,319; 6:169,181,136,250,330,342,353,367,437; 7:17,99,105,115,134, 
185,227,269,300,335,408; 8:2,14,173,238,264,268,271,286,315,390; 9:32,59,75, 


92,131,203,212,290,305,388,412,427,465,471,529; 


400,408,459,480,487,517,541; 11:86,110,174,266,407,445; 


10:62, 102,305,310,375,390, 
12:13,24,45,73,99, 


227,229,234,339,386; 13:4,261,312,334,376,412,422,433; 14:159,293,500; 15:99, 
157,166,193,591; 16:129,249; 17:33; 18:13,126,226,354,512,618,623,630; 19:25, 


264,406,517,664; 20:130,386,391,397,507 
mortality, compensatory, 18:632 
multicompartment, 16:642 
multiple process, 20:830 
multirelease, 19:41 
multivariate, 11:202; 16:547; 18:30 
nested, 18:530,537,633 
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nonlinear, 19:118 

nonparametric, 18:620 

null, 14:362 

parabolic, 17:125 

parametric, 18:620; 19:308 

physical, see mathematical 

polynomial, 19:118 

population, 16:354,358; 19:318 

probability, 6:286; 8:267; 11:335; 14:41,50,197; 15:382; 16:86,255; 18:373; 19:152, 
656; 20:833,843,898 

quantal response, 16:488; 17:188; 19:517; 20:566 

queue, 20:909 

random, 20:485,542 

rectangular hyperbola, 17:125 

regression, 8:374; 14:112,569; 16:484; 17:580; 18:179,621; 20:912 

reproduction, 19:441; 20:28 

risk, 18:163 

selection of, 15:64,88; 18:93; 19:229; 20:427,444 

sensory, 17:252; 20:593 

sequential, 19:657 

specified incompletely, 20:427 

static, 17:177 

statistical, 3:162; 4:168; 5:76; 6:434; 7:134; 8:217; 10:236; 11:143,390; 12:434; 
13:115,200,475,486,498; 14:404; 15:298; 16:110,224,595,604; 17:33; 19:368, 
637,655 

stochastic, 9:278; 10:361; 12:155,451; 13:80; 14:440,527; 17:168,177; 18:76,253, 
257,263,624,627; 19:341,595,656; 20:28,390,395,397,660,905,906 

dynamic, 19:504 

structural, 16:465 

survival, 20:906 

survivor-time, 18:621 

Taylor, 18:161 

test of, 16:362; 17:108; 19:120,267 

traffic, 20:909 

two-stage, 19:657 

uniform, 14:361 

validity of, 16:99; 19:120 

variance component, 16:302 

variety trial, 20:2 

yield-density, 18:290 


Moment, 2:13,68,96; 6:28,374; 7:140,277,360; 8:18,278,325; 9:179,360; 10:142,152, 


199,397,429,464,543; 11:360; 12:58,265,275; 15:567; 18:68; 19:504,607; 20:184, 
622,829, and see cumulant, k statistic 
conditional, 17:598 
estimate, 18:354 
estimation of, 16:54,528 
factorial, 3:58; 7:360,402; 13:69; 14:198; 16:251,523; 17:536,568,598; 18:69,591 
generating function, 2:13; 6:30; 8:302,328; 9:223; 10:464,543; 11:360; 12:101, 
266; 13:81; 17:589; 18:68,355; 20:841 
factorial, 7:121,391 
infinite, 16:471 
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method of, see estimation 
product, 16:509, and see covariance 
Monte Carlo, see sampling studies 
Morbidity, 1:3; 3:58,109; 4:51; 5:82,243; 6:170,172; 8:174; 12:154; 14:142; 16:308; 
17:57,169; 18:323; 19:665 
duration, 17:172 
quantitation, 17:173 
Morphology, 15:161; 16:29,304; 20:394, and see polymorphism 
Mortality, 1:4,12,76; 3:58,109,175; 5:24,34; 6:170,252; 7:120,155; 8:91,173,271, 
272,300,308,339; 9:212; 10:308,313; 12:227; 13:546,548,549; 15:87,489,496; 
16:19,129,132,308,355,505; 17:349; 18:77,194,260,263,420,632; 19:307,318,447, 
638; 10:639,758,846,851,915, and see actuarial statistics, aging, census, life 
table, survival 
differential, 16:20 
experimental, use of, 19:507 
fetal, 20:30 
intensity, 16:507 
radiation, 17:508 
random-destruction, 18:194 
rate, 19:28 
surgical, 19:152 
Multivariate 
analysis, 3:3,51; 4:50; 5:78,81; 6:190,259,303,372; 7:37,106; 9:20,259; 10:208, 
518; 11:201,344; 12:67,190; 13:19,177,282,298,412,456; 14:2,107,142; 15:149, 
150,330,335,390,416,493; 16:28,41,486,547; 17:164,165; 18:1,22,148,425,522, 
633; 19:309,354; 20:147,286,326,381,391,399, and see allometry, analysis of 
variance, determinantal equation, dimensionality, discriminant function, D 
statistic, factor analysis, generalized distance, genetic selection, Hotelling’s T, 
matrix, principal component, vector 
computation, 6:268,305,373; 7:39; 10:209,519; 14:6; 18:26 
confidence limits, 7:53; 13:420; 18:27 
elimination of variables, 16:312 
homogeneity of error matrices, 6:386 
interpretation of, 16:30; 18:27 
missing data, 16:131 
quantal, 17:657 
stepwise, 19:478 
distribution, see distribution 
test, see test 
Mutation, 7:133,335; 8:86; 9:260; 10:373; 18:545; 19:309; 20:390,396,575,655, and 
see radiology 
distribution, see distribution 
lethal, 12:216 
rate, 16:61 
social, 6:337 
Mycology, 16:311; 19:457,612, and see Howard count, micobiology 


N 
Nervous system 3:182; 4:91,140,144,153; 7:123; 8:37,174,267,389; 9:279,305; 16:313; 
17:187; 18:423, and see analgesia, anesthesia, cybernetics, neural net, physiology, 
psychology, reaction time 
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Net 
neural, 4:93; 6:183; 9:279, and see nervous system, random net 
random, 9:280; 16:313 
-work, 20:827 
Newton-Raphson method, 17:128,374 
Newton’s method, 9:321; 11:149; 12:80; 15:107; 16:524; 17:154 
Nomography, 1:32,40,43; 3:62; 5:322,330; 7:200; 10:320; 12:477; 14:454; 19:119, 
and see computation, graphics, slide rule 
table for construction, 5:334 
Noncentrality, 13:499; 17:501 
Normality, 5:261,279; 11:278; 12:398, and. see G statistics, normal distribution 
departure from, 3:26; 5:265,279; 8:117 
non-, 3:23,32; 5:109; 6:145,191,408; 7:6; 14:71,426,4387; 15:155,590 
test of, 1:76; 2:96; 8:18; 10:544 
Nuisance 
association, 19:364 
parameter, 7:5,19,125; 10:304,378; 13:2€°; 20:291,438 
Number 
most probable, 6:105,121,127 
random, 5:106; 18:373 
generation of, 18:80 
normal, 18:80; 19:68 
pseudo-, 19:312 
selection of, 20:823 
Nutrition, 2:27,58; 4:49,213,267; 5:178,250,289; 6:282,304,319; 7:39; 8:92.387; 
10:302; 12:523; 13:299,373,514; 14:436,441; 15:104; 16:642; 18:12,263, and 
see food technology, requirement, vitamin 
plant, 18:267 


Obituaries, 2:31; 4:276; 7:221; 9:114; 12:340; 14:451; 15:360,643; 16:151,493; 
18:281,437,634; 19:515; 20:896 
Observational studies, 13:264; 20:385 
Odds, see probability 
Odor, see sensory 
Ontogeny, 18:4, and see phylogeny 
Operation theory, evolutionary, 19:503 
Opinion research, 9:286; 13:468, and see psychology, rumor, sampling 
Optimization, see operation theory 
Optional stopping, see stop rule 
Ordac, 19:663 
Order, 16:119; 17:10 
of analysis, selection of, 19:366 
of treatments, selection of, 12:509 
selection of, 19:216 
statistics, 6:177,192; 8:40; 13:417; 16:312; 17:26; 19:72,460, and see extreme 
deviate, nonparametric test, rank 
Organic variation, see biological variation 
Organolepsis, see sensory test 
Ornithology, 3:59; 15:385 
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Orthogonal 
array, 6:179, and see orthogonal square 
functions, 2:28,29,61; 9:395; 10:338; 11:411; 15:44 
-ity, 7:33,47; 9:227,260,304,468,531; 10:184,240,255,328,341; 11:190,439,484; 
12:9,262; 13:456; 18:618; 19:99, and see comparison 
non-, 1:77; 5:72; 9:227; 10:513; 11:441; 13:238,456; 15:35,561 
parameters, 17:108 
polynomials, 1:10,20; 2:29,61,132; 6:180,317,384; 9:306,392,429,434,473; 10:171; 
11:271,431; 12:362,498; 13:36; 14:506; 15:99,466; 16:310; 19:265; 20:396,866, 
and see curve fitting 
unequal intervals, 14:287; 15:187; 18:161 
squares, 6:180; 14:499, and see graeco-latin, half-plaid, latin, orthogonal array 
completely, 4:111; 7:168; 8:73; 9:102; 15:120; 19:99 
Outlier, see rejection of data 
Pairing, 13:264; 18:323; 19:537, and see balance, paired comparisons, stratification 
ineffective, 19:175 
Palatability, see sensory test 
Paleontology, 18:1 
Parameters, selection of, 8:17 : 
Parasitology, 3:89; 6:59,345; 7:310; 9:190,460; 10:107; 12:154; 17:617; 20:303,390, 
and see pathology 
Parentage, coefficient of, 20:507, and see inbreeding 
Parsimony, 17:124 
Partial totals, method of, 18:104 
Partitions, 1:81; 6:19; 10:362; 19:308; 20:188 
orthogonal, 19:317 
tables, 1:81 
Pascal problem, 12:227 
Pasture experiment, interpretation of, 20:387 
Path 
analysis, 16:190,423; 18:625; 19:2,120,407; 20:659, and see causation, correlation, 
structure 
nonlinear, 17:135 
coefficient, 1:75; 9:347; 10:347,359; 11:98,372; 12:190; 15:236; 16:189; 17:475; 
19:2,19 
compound, 16:193 
sampling errors, 16:444 
regression, 16:189 
nonlinear, 17:135 
to extinction, 18:79 
Pathology, 17:165,386,617; 18:261,568; 20:390 
plant, 1:41; 2:81; 6:344; 17:331; 19:450, and see fungicide 
Pattern, 18:426,427; 20:156,891 
random, 20:912 
recognition, 19:367 
Peck order, see social order 
Penetrance, see genetics 
Percentage, see proportion 
Percentile, 2:74; 12:228; 19:466, and see quantile 
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Perception, 16:281, and see sensory test 
Perennial, 2:61; 3:139; 10:503; 11:201; 12:330; 20:713, and see long-term experiment, 
tree crop 
Periodicity, see cycle 
Perversity, 19:24 
Pharmacology, 1:57; 2:34,58,82,87,95; 3:173; 4:153,269,271; 5:83,289; 6:322; 
7:123,171,227; 8:206,218,232; 9:263,305,431; 10:160,246,435; 11:243; 13:149, 
245,406; 14:107,135,141,144,436; 15:163,591; 16:313,488; 17:179,180,186,188, 
221,657; 18:264,613,622,623; 19:129,517,532; 20:275,566,771, and see analgesia, 
anesthesia, bioassay, chemotherapy, digitalis, endocrinology, isobole, selection of 
dose, therapeutic index, toxicology 
Phylogeny, 7:121, and see ontogeny, taxonomy 
Physical science, 2:103; 7:102,257,330; 8:386; 9:127,275; 10:19,103,273; 11:238, 
290; 13:294,309,323; 14:33,388; 16:461; 18:104,421,618; 19:186,406, and see 
aerosol, brownian motion, chemistry, industrial research, nuclear, radioactivity, 
radiology, spectrography 
Physiology, 2:55; 3:65,99,173; 4:49,100,141,153,163,269; 5:49,71; 6:169,172,183, 
395; 7:122,185,227,275,284,301,336; 8:37,175,186,206,267,389,390; 9:267,431; 
10:221,307,313,442; 11:86; 12:89,233,475; 13:183; 14:131,436; 15:339,594; 
16:161,213,433,607; 17:275,332; 18:126,134,148,421,425; 19:126,406,423,460, 
658,660; 20:391,894, and see blood, compartment analysis, cybernetics, endocrin- 
ology, growth, medicine, nervous system, nutrition, respiration, threshold 
plant, 6:174; 18:260,267; 19:273; 20:899 
Phytopathology, see plant pathology 
Pitman and Morgan F test, see variance-ratio test with correlated errors 
Placebo, 2:87,95; 8:218; 13:406; 14:21,135; 17:405; 19:665, and see selection of 
experimental units 
Plankton, 1:49; 6:142; 9:190 
Plant spacing, 12:82,350; 16:16; 19:198, and see plot size and shape 
rectangular, 18:283 
triangular, 18:292 
Plot size and shape, 6:202; '7:300; 9:158,414; 10:175,503; 12:82,226,228,333; 16:375; 
18:283; 19:273, and see guard row, plani spacing, split plot, strip plot 
optimum, 14:219; 16:456 
relation to variability, 14:207 
Plotting procedure, see graphics 
Polykay, 16:272; 20:185 
Polymorphism, 16:135; 18:6; 20:789 
Polyploidy, 16:311 
Polytope, 12:20 
Pooling, 1:61,63; 2:58; 3:25,31; 4:272; 5:176; 6:270,285; 7:79,289; 9:339; 10:106,458; 
11:249,362,410,472; 13:303; 14:25; 17:144; 18:601; 20:396,428, and see analysis 
of balanced sets of latin squares, analysis of groups of experiments, analysis of 
series of latin squares, combination of data, combination of estimates 
multivariate analysis, 6:386 
Population, 1:7,11,27,44,73,77; 2:1,48,76; 3:58,59,113,145,193; 4:21; 5:76,78,80, 
115,213; 6:103,146,219,250; 7:275,300,301,332; 8:17,269,271; 9:47,109,117,212, 
278,336; 10:362, and see demography, distribution, fish 
age structure, 18:194 
change, 12:182,230; 13:65,79; 16:19; 18:192; 19:406,441,503 
density, effects of, 13:186; 20:795 
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dynamics, 15:166; 16:355,488; 17:349,386,584; 18:394,621,629; 19:30,341; 20:390, 
663 


effective number in, 19:4 
estimate, 3:145; 8:89,272,391; 10:181; 12:163,174,463; 14:397; 18:631 
finite, 14:210 
genetics, see genetics 
growth, see change 
management, 1:31,75; 5:14,116,213; 11:225; 14:159; 17:175; 18:626; 20:661, and 
see ecology 
number of classes, 12:211,454 
of species, 20:302 
oscillating, 14:171 
process, 18:621 
selection of, 18:52 
size, 18:394,543; 19:29,318; 20:304,649 
stable, 17:387 
stationary, 14:161; 17:393 
structure, 12:455; 14:160; 16:311,354 
virtual, 5:32 
Poultry, 1:11,25,62; 2:34; 3:89; 4:213,240; 5:176,178,250,264,277; 7:126,215; 9:256; 
10:103; 12:107; 13:449; 17:489,506,617; 19:495; 20:483,660 
breeding, 20:377,385 
egg production, 2:56; 4:223; 15:145; 18:410,534; 20:440 
egg shape, 9:336 
selection, 15:15,143,144 
Power function, 15:157,300,417; 19:160,386,505 
Precision, 1:10,14,30; 2:28,53,78; 4:108,127,197,230; 5:68,142,189,307,331; 6:107; 
7:85,102,203,315; 8:85,170,177,244; 9:59,158,177,293,452,531; 10:109,261,286, 
294,301,503; 11:429; 12:494; 13:149,262; 14:505; 19:130,316, and see accuracy, 
information, least squares, variance 
approximate, 19:354 
maximum, 14:506 
of measurement, 7:36; 8:235 
Predation, 18:621; 19:595 
Prediction, 1:87; 2:61,102; 3:181; 4:13,50,141,184,247; 5:14,38,207; 6:398; 7:75, 
365,374; 8:29,272; 9:47,261,530; 10:309; 12:477; 14:143; 15:491,196; 18:627, 
632; 19:364; 20:224, and see regression 
accuracy of, 6:184; 12:478 
crop, 14:139,140,142,250,401, and see yield 
genetic, 11:95; 18:241; 20:522,535 
yield, 18:628, and see crop 
Predictive attribute analysis, 19:365 
Preference, 14:39, and see sensory test 
pseudo-, 19:214 
Principal component, 18:6; 19:479,497; 20:89,113 
analysis, selection of, 19:483; 20:383,401 
Probability, 1:81; 2:12,38,49,82,106; 3:119,162; 4:2,99; 5:109,163; 6:20,63,106,128, 
332; 7:134,180,276,392; 8:91,173,199,222,279; 9:54,177,266,276,321,523; 10:63, 
94,131,229,402,459; 12:31,211; 13:80,127,452,486; 14:24,513,568; 15:89,299; 
16:522; 17:330,495,595; 20:328,630,649,893, and see characteristic function, 
distribution, proportion, random variable, run, sampling, state, stochastic, test 
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a posteriori, see posterior 
a priori, see prior 
average, 19:153 
combination of, 9:16 
conditional, 8:295; 10:347; 13:461; 17:300,388; 19:666; 20:19,810, and see condi- 
tional distribution 
confidence limits for, 15:495 
configuration, 19:62 
contour, 18:95 
cumulative, 17:603 
extinction, 18:76,87,396; 19:596 
variance of, 18:95 
fiducial, 20:343, and see reference set 
generating function, 7:391; 9:277,357; 13:67,81; 14:229; 16:535,621,645; 17:527, 
567; 18:43,355,589; 19:442; 20:213,810 
geometrical, 15:158 
heterozygosis, 19:3 
inverse, 5:292; 6:109 
joint, 17:62,595 
logical, 19:507 
of capture, 19:36 
of chance event, 20:17 
of disease, 13:547 
of misclassification, 18:457 
of ruin, 18:205 
of winning tournament, 19:663 
paper, 2:74; 5:339; 6:180; 7:302,328 
personal, see subjective 
posterior, 10:100; 16:111; 20:383 
prior, 16:112 
ratio, 19:59; 20:893 
statistic, 19:61 
subjective, 19:507 
transition, 10:348,361; 14:533; 16:644; 18:423,544,587,623,627; 19:342,604; 20:649 
conditional, 18:80,398 
matrix, 19:307; 20:159 
variation in, 19:153,189 
verification, 20:17 
Process 
birth-and-death, 18:543,627; 19:33 
branching, 20:649,663 
ergodic, 9:284; 13:241; 17:169 
generalized, 19:441 
linear, 18:553 
Markov, see Markov, stochastic 
multidimensional, 20:212 
random, 4:3; 8:173; 13:416, and see stochastic 
stochastic, 3:164,174; 4:99; 5:89; 6:92,219,251; 7:121,358; 9:212,260,275; 10:22, 
201,347,361; 11:247; 12:57; 13:79,418,419,420,451; 14:1,10,133,441; 15:158, 
397,562,635,637; 16:486,489,618; 17:57,169,425; 18:253,257,423,543,623,627, 
628,632; 19:33,307,508,659; 20:28,869,911, and see epidemiology, queue, 
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random variable, selection, time series 
branching, 18:394 
Productivity, 18:594 
Programming, see automatic computation 
dynamic, 18:626 
linear, 15:336; 17:505; 18:210 
non-, 15:336 
quadratic, 20:131 
under uncertainty, 20:131 
Prony, 14:567 
Proportion, 1:42,43; 3:45,56; 4:211; 6:178,298,390; 8:1; 11:250; 12:83,513, and see 
binomial, probability 
analysis of, 15:490; 17:1; 20:832 
comparison of, 15:87 
estimation of, 19:450,509 
significance of, 13:407 
trend in, 11:375 
Protection level, 11:13; 20:474 
consistent, 11:14 
joint, 16:672 
Provisional value, 17:2 
Psychiatry, see mental health 
Psychology, 2:73,87,103,124; 3:99; 4:98,140; 5:76,78,79,80; 6:1,184,262,435; 7:36, 
114,275,341; 8:169,218,268,290; 9:4,287; 10:94,302,313,442; 13:51,242,545; 
14:435; 15:332,389,396; 16:550; 17:379,406; 18:267,420,421; 19:249,365,368, 
660; 20:401, and see accident, attenuation, case history, cybernetics, education, 
encephalography, factor analysis, judging, learning theory, medicine, multiple- 
choice examination, nervous system, opinion research, placebo, psychiatry, 
psychological test, psychomotor test, reaction time, reliability, rumor, sensory test, 
social order, vision 


Q 
Quadratic form, 6:185; 13:88,275,537; 14:208,412,485; 15:442; 16:44,396; 18:6,55, 
232,503; 19:658 
Quadruplets, 16:113 
Qualitative, see data 
Quality, 20:905, and see interaction of quality and quantity, qualitative data, sensory 
test, statistical control 
confidence limits on, 20:905 
control, 1:10; 4:125; 5:83; 6:229; 7:15; 9:259; 10:317; 12:465; 16:339; 17:495; 
18:372; 19:385; 20:143 
Quantification, see scale 
Quantile, 8:30; 9:47, and see percentile, quartile 
Quantitative analysis, 3:61; 4:234; 5:195,329; 6:118; 7:102; 8:85,264; 9:87,135; 
10:407 
Quartile, 3:56; 8:288, and see quantile 
computation of, 3:57 
Quasifactor, see pseudofactor 
Quasifactorial, see lattice 
Questionnaire, 14:46,132,252,401, and see sample survey 
Queue, 13:413;18:627; 20:909, and see stochastic, traffic 
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Radioactivity, 16:128,129,132,213,642,697; 17:507; 18:104,192; 19:186; 20:665, 
and see half-life, radiology, tracer 
protection from, 17:179 
Radiology, 2:97; 3:60; 4:139; 6:123,169,184; 7:126,336; 8:86,90,339; 9:201,280; 
10:282,371,455; 12:89; 15:337,493,577; 16:420,506,550; 17:499,508; 18:521, 
618,629; 19:59,309,513,664; 20:397,731, and see encephalography, mutation, 
physical science, Poisson distribution, radioactivity 
Random 
dice, 12:450 
-er, 12:450 
-ization, 2:18,29; 3:19,24,33,72,176; 5:145,178,279; 6:35,201,317; 7:47,288,309; 
8:75,171,189,219,234; 9:300; 10:184,299,522; 11:241,325,493; 12:128,335,450, 
480; 13:265,494; 14:398,430; 15:34,74,157,414; 16:41,696; 17:448; 18:283; 
19:269,307,652; 20:2,172,311,327,705,850, and see bias, randomization test, 
selection of data 
angular, 9:260,305 
lacking, 13:310,374, and see observational studies 
rejection of unsatisfactory, 16:696 
restricted, 6:323; 15:340; 19:269; 20:269,701 
-ness, 18:423,426; 20:161 
index of, 19:215 
spatial, 18:579,620; 19:450; 20:156,891,912, and see correlation, cycle 
temporal, 18:620, and see time series 
Range, 16:301 
estimate of variance, 2:73; 5:288,331; 6:437; 7:222; 9:79,523; 20:198 
table, 9:89 
quasi-, 13:412 
significant, shortest, 11:5; 20:463 
studentized, 17:326,541; 20:463 
significant, 11:5; 16:672 
table, 11:3 
test, see tesi 
Rank, 1:44,80; 2:38,67,76; 3:47,104,119,138; 6:1,177,282; 7:114,125; 8:33,95,96; 
9:31,45, 108,260,264; 10:63,375,391,487; 11:43,335,407; 12:128,301,399; 13:415; 
14:19; 17:255,657; 18:124,503, and see birth, nonparametric test, order statistic, 
score, tie, transformation, triad 
-ability, 19.213, and see scale, score 
analysis of, 15:586; 16:176 
configuration, 19:59 
of discrimination, 18:455 
of means, 11:7 
social, 18:594 
tied, 1:80; 8:38,114; 9:109; 0:64; 11:47; 15:563,640; 19:73! 
transformed, 18:125 
: variance of, 18:596 
zero, 15:640 
Rate, average, 3:55, and see proportion 
Rating, see scale, score 
Ratio, see proportion 
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estimator, 17:267; 19:352 
expected value, 15:557 
lethal, 20:813 
Mendelian, 20:794 
of Poisson variates, 17:501 
Reaction time, 3:172,182, and see nervous system, psychology 
Recombination, 1:28; 4:1; 6:221; 10:164; 14:135; 17:150; 18:545; 19:7, and see 
linkage 
double, 19:12 
Record linkage, 19:367 
Recruitment, see migration 
Rectangularity, 18:284, and see rectangular distribution 
Recurrence formula, 9:356; 11:150; 12:203; 13:68; 14:232; 15:20,188,567; 16:513,522; 
17:532,570,587 ; 18:77,205; 19:6,442; 20:184,788, and see difference equation 
limiting value, 19:9 
Reed-Muench method, 4:197; 6:413,432; 7:295; 10:147 
Region 
acceptance, see rejection 
critical, 12:31; 13:460; 17:262; 18:139 
optimum, 19:72 
value, 20:486 
rejection, 1:70; 2:17; 6:63,192; 8:185,299; 9:25; 10:311, and see acceptance 
computation of, 6:62; 8:185 
stochastic, 18:79 
Regression, 1:15,27,31,58,75,86; 2:15,27,37,83,101; 3:3,8,36,47,55,57,97; 4:22,157, 
182,247,255; 5:68,87,123,140,175,237,245,261; 6:3,184,329; 7:64; 8:19,115,384; 
9:90,392; 10:212, and see adjusted mean, canonical analysis, collinearity, 
correlation, covariance, fitting regression line, least squares, orthogonal polynomials, 
path, prediction, scedasticity, structure, trend 
additional variable, 12:232; 20:429 
adjustment, 1:30; 2:53; 3:34,103; 7:186; 9:267,312; 11:428; 12:23; 13:311; 14:116; 
19:663 
analysis, 3:61; 6:294; 7:33; 8:89,115; 9:90,170,267,304; 10:56,173; 11:180,264,376, 
482; 12:174; 14:290,499; 15:236,307; 19:492; 20:658, and see analysis of 
covariance 
asymptotic, 5:320; 7:247; 9:498; 12:323; 15:52; 16:125; 17:321,651; 18:123; 
20:874, and see exponential 
generalized, 17:120 
multiple, 16:224 
table, 7:254; 9:514 
bilinear, see multiple 
binomial, 13:225 
both variables subject to error, see fitting regression 
chain, 15:242; 17:139 
coefficient, 2:102,105; 5:69; 6:168; 7:45; 8:269; 10:178; 11:85,270,435,484; 13:269; 
14:111,564; 20:9 
analysis of, 16:121,552 
approximate, 19:357 
biased, 9:528; 11:483; 18:619 
equal, 4:250 
estimation of, 14:207; 16:399 


E 
= 
i 
} 
} 
| 
Bie. 
‘ i 


80 BIOMETRICS, VOLUMES 1—20 


approximate, 19:357 
minimum variance, 19:333 
homogeneity of, 16:593 
nonsignificant, 1:59 
prediction of, 18:13 
variance of, 13:298; 14:111 
crop-weather, 11:231 
cubic, 19:265 
curvilinear, 1:9,10,31,41,44; 2:25,28,61,63; 3:137; 4:106,132,175,182; 5:51,68, 
282; 6:5,120,166,294,384; 7:234,301,324; 8:89; 9:307,388,401,445,473; 10:184, 
558; 13:230; 16:401,604; 18:429,600; 19:264,358, and see asymptotic, ex- 
ponentia!, hyperbolic 
comparison of, 20:860 
cyclic, 17:139 
departure from, 14:211; 20:500 
dependent variable, 2:15; 4:27; 5:73; 6:303; 9:267 
deviations from, 1:86; 3:8; 5:179; 6:296; 12:486; 14:211 
differential, 15:326 
direct, 2:109 
equation, 3:103; 4:247; 5:228; 6:5; 7:187; 11:231; 13:508; 18:107, and see regres- 
ston line 
reduced, 16:465 
error, 12:363; 13:295,401 
correlated unequal, 14:208 
estimate, 15:551; 17:267; 19:38; 20:9 
precision of, 19:352 
exponential, 3:149; 7:126,135; 18:196, and see asymptotic 
double, 19:144 
mean, 19:183 
external, 13:295; 16:8 
fitting, 1:36; 2:28,61; 3:162,165; 5:320; 6:119,180,363; 7:23, and see covariance, 
least squares 
both variables subject to error, 2:101; 4:49; 5:87,88,207; 7:33,106; 8:269; 
10:167; 12:445; 15:491; 16:606; 17:283; 19:493 
function, choice of, 20:874,912 
geometric aspects, 20:400 
heteroscedastic, 16:399 
homogeneity of, 1:11; 2:28; 3:61,66; 4:132,167; 6:329; 7:193; 9:475; 11:246; 
13:354; 14:3; 17:639; 20:662, and see divergence 
hyperbolic, 2:63 
independent variable, 2:15,109; 4:27,49; 5:73,179 
affected by treatment, 6:166,303; 7:51; 11:430; 12:452; 13:264,287; 19:310 
estimate of, 15:551 
subject to error, see filling regression 
individual, 19:264 
integral, 2:29 
interblock, 13:279,316 
intercept, 3:61,66; 5:229; 6:210; 7:261; 8:89; 14:111; 15:307; 16:593 
internal, 7:187; 16:8 
interpretation of, 11:379; 13:282 
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intersection, 15:323 
inverted, 2:109 
kinetic, 19:406 
line, 2:105; 4:159; 8:269; 9:119; 11:344, and see regression equation 
linear, see rectilinear 
logarithmic, 18:202; 19:310 
multiple, 3:3; 4:50,160; 5:119; 6:185,251; 7:33,64,118,188,249,301; 8:95,372; 
9:467,528; 10:29,306; 11:188,231,344; 12:192,362; 13:19,178,501; 14:435,553; 
15:242,309; 16:200,285,458; 18:625; 19:326,364,497; 20:652,912 
comparison of, 20:911 
missing data, 16:131 
stepwise, 20:658,659,660 
nonlinear, see curvilinear 
of productivity, 18:594 
of proportion, 13:225 
of ratio, 13:225 
of variance, 9:267 
on time, 2:29,61; 6:282 
data correlated, 20:867 
parent-offspring, 16:348 
partial, 2:23,29; 5:175; 6:168,293; 7:198; 9:528; 10:213; 16:192 
periodic, 15:159 
polynomial, 2:28; 3:137; 6:180,230,317,437; 7:188,247; 9:306; 10:4,28; 16:231; 
20:429,657 
optimal design, 14:573 
quadratic, 19:264; 20:874 
fitting, 19:362 
inverse, 20:874 
rectilinear, 18:600,612,621 
repeated linear, 13:295 
restricted, 20:292 
selected data, 2:103; 3:55 
serially correlated data, 20:867 
standardized, 12:193 
sum of squares, 19:121 
through origin, 16:483 
transformation, 1:43 
treatment, 13:295 
two error components, 16:451 
two-phase, 17:634 
weighted, 10:434; 11:368; 12:174; 18:615,632; 19:28 
Rejection area, 1:70; 2:17; 6:63; 8:185,299; 9:25; 10:311, and see acceptance area 
computation of, 6:62; 8:185 
Rejection of data, 2:41,95; 3:27; 4:270; 8:243; 9:12,74; 11:278; 12:84,499; 13:117; 
15:632; 16:132; 17:182; 18:633; 20:390,446,887, and see gross errors, missing 
data, selection 
test for, 3:27; 9:84; 13:118 
Relationship, coefficient of, 19:20; 20:662 
Reliability, 7:61; 13:409; 15:402; 20:910 
system, 14:568; 15:494; 20:909 
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Reparameterization, 19:34; 20:620 
Repeatability, 12:84; 15:193,514; 17:505,553; 18:342; 20:734, and see genetic cor- 
relation, heritability 
Replication, 1:13,50; 2:18; 3:61,176; 4:54,110,215,237; 5:178,195; 6:290,302; 9:148; 
10:175,506; 11:269,324,439; 15:30,133,629; 16:580; 17:283; 19:615; 20:1 
effective, 20:70 
efficiency of, 17:54 
extra, 19:264 
fractional, 4:59; 5:73; 6:228,233,319; 9:295; 10:4,45; 11:15,399; 12:1,259; 13:391, 
411; 14:431; 15:33,309,332,612; 17:319; 18:172,309; 19:656; 20:222, and see 
alias, defining contrast 
in mixed series, 12:1 
irregular, 19:504 
hidden, 6:234 
in time, 1:16; 6:229; 12:229, and see cross-over design, latin square in time, rotating 
factors 
resolution, 18:173 
unequal, 15:486; 17:412,499 
Reproduction, 18:624,630,632; 19:441; 20:28, and see fertility 
Reproductive rate, see birth rate 
Requirement, 18:54 
Research in statistical methods, 1:63,23,53; 2:33; 3:24; 6:75; 12:449, and see sampling 
studies of statistical problems 
Residual, see theory of error 
effect, see effect 
normal, 16:608 
response, see response 
Respiration, 6:183; 12:89 
Response, see bioassay, model 
all-or-none, see guantal 
bias, 14:132,401; 18:624 
critical, 12:75 
curve, 18:267; 20:386 
dose, 1:10,40,41,50,57 ; 2:34,82,85,109; 3:74; 4:125,197; 5:83,85,262,281,321,330; 
6:175,326,345; 7:122,201,335; 8:219,239,250; 9:305,320; 10:173,185,227; 
11:83,176,188,243,465; 12:43,72,227,233,495,574; 13:150; 15:316,426,493, 
573; 16:385,607; 18:619; 19:504,657,659,660; 20:566, and see time 
multi-hit, 12:123 
single-hit, 17:184; 19:659 
stability of, 20:756 
table, 9:324 
time, 3:172; 4:166; 6:99,174,344; 7:120; 8:13,307; 9:445; 10:531; 11:249,465; 
12:73; 13:433,546; 14:195,292,293,463,529,569; 15:591; 16:132,163; 17:634; 
18:148; 19:60; 20:391,643, and see dose, extinction time 
confidence limits, 18:149 
table, 8:353 
truncated, 7:120; 10:531 
error, 15:237 
graded, 12:72; 15:598; 20:568 
hyperbolic, 18:267 
multinomial, 15:573 
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non-, 20:913 
quantal, 1:60; 2:34,95; 3:62,175; 4:91,197; 5:83,274,288; 6:328; 7:120,333; 8:19, 
95,179; 9:467; 10:130,178,185,306,534,556; 11:481; 12:72,512; 13:131,149,415; 
14:293,453,462,548; 15:310,591,635; 16:582; 18:204; 19:175,213,517; 20:566, 
884, and see bioassay 
correlated, 16:491 
multiple, 16:382 
multivariate, 17:657 
semi-, 15:573; 16:172; 17:180,181 
sequential, 16:127; 19:509 
versus graded, 16:162 
residual, 15:52 
scale, 13:51 
surface, 10:16; 11:183,287; 15:331,334; 16:168; 18:160,625; 19:147; 20:390 
quadratic, 15:611 
variance of, 15:621 
time, see time response curve 
Restriction, 20:682 
Result-guided procedures, 11:239, and see tests of significance suggested by data 
Reversal, see crossover design 
Reviews, 16:304,486,696; 17:160,329,495,657; 18:126,253,418,617; 19:192,500; 
20:217,374,652,897 
Riboflavin, see vitamin 
Ridge count, 16:110, and see finger prints 
Risk, see proportion 
combination of, 18:601 
competing, 17:57; 18:323,420,627 
function, 10:169,318; 18:323; 19:508 
of age, 18:326 
hypothesis, 18:330 
mortality, 18:620 
Robertson’s equation, 2:37 
Rotation experiments, 10:324; 15:30; 20:320, and see cross-over design, long-term 
experiments 
unequal cycles, 15:33 
Rumor, 8:268; 9:285, and see epidemiology, opinion research, psychology 
Run, 12:227; 18:579; 19:603 
distribution of, 19:604 
mean length, 18:581; 19:607 
variance of length, 19:607 


Sample 
selection of, 17:364 
size needed, 2:35,95,120; 6:107,167,174,182,294,325,402,424; 7:7,157; 10:32,168, 
317,420; 11:36; 12:143,179,213,231,287; 13:408,442,530; 14:426; 15:419,479, 
628; 16:636; 17:11,48,151,324,501,504,541; 18:208; 19:60,393,465,588,615,663 ; 
20:659,768,844, and see sensory test, stop rule 
small, 6:113,414; 7:136; 10:485; 12:264; 17:283 
Sampling, 1:43,47,49; 2:48,77; 3:8,19,163,193; 6:59; 7:83,97; 11:125; 12:143,449; 
13:71,127,243,246; 14:78; 15:157; 16:128,261; 17:165,169,175,176,415,497; 
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18:533; 19:309, and see census, components of variance, design of experiments, 
matching, operating characteristic, opinion research, sample size needed, soil, 
transect, truncation 
acceptance, 14:177; 15:492; 20:757 
area, 13:245; 14:251; 15:270 
balanced, 8:110 
censored, 19:460 
circulant, 19:287 
cluster, 17:504; 20:804 
correlation in, 5:172 
cost of, 1:34,67; 2:2,10; 4:231,237; 5:189; 6:402; 7:93,157; 17:617; 18:568; 19:467 
distribution-free, 19:662 
double, 1:29; 6:66; 7:275; 10:94,167,317; 18:139; 20:756 
ecological, 3:158; 12:154,182,453; 13:71; 14:132,385; 16:51; 17:617; 20:157 
efficiency, 11:108,242; 14:80; 16:455; 18:143 
error, see error, variance 
experiments, see sampling studies of statistical problems 
field, 1:29,43; 2:1; 3:20,41; 4:234; 5:190; 14:401, and see forestry, soil 
grab, 4:234 
inverse, 6:291; 7:300; 8:286; 10:89 
method of, 20:554 
minimax, 16:341 
multiple, 8:286; 18:143 
multistage, 12:229; 17:272; 19:73,465,662; 20:493,758 
multivariate distribution, 8:94 
nested, 5:189; 12:234,434; 19:615 
nonrandom, 11:241; 18:599; 20:835,541, and see selective sampling, systematic 
sampling 
nonresponse, 20:913 
optimum, 4:239; 5:189; 7:86; 8:270; 15:640; 17:617; 19:663; 20:756 
panel, 8:270 
preliminary, 16:339 
probability, 8:91; 20:908 
procedure, 18:59 
quadrat, 1:31,47; 5:163; 9:189,369; 10:402; 16:486; 18:569,579,592; 19:450,603; 
20:153,303,648, and see ecology 
selection of size, 19:451; 20:163 
random, 1:29,77; 3:101; 4:223; 8:94; 11:99,241; 15:272; 17:269; 20:635, and see 
nonrandom sampling 
schedule, 7:95 
selective, 1:76; 2:48; 3:101,193, and see nonrandom sampling, systematic sampling 
sequential, see sequential 
simulated, see sampling studies of statistical problems 
strategy, 19:663 
stratified, 1:48; 3:158; 5:174,205; 7:155,301; 10:103; 11:108,431; 12:283,315; 
15:640; 16:262; 17:270; 19:359,615; 20:493,635 
studies of statistical problems, 3:24; 5:106; 7:338; 9:87,447; 10:178,303,305,466; 
12:106,175,264,290,511; 14:398,567; 15:551,586; 16:472; 17:131,182,359,541; 
18:52,619; 19:150,654; 20:58,388,579,823,868 
surveys, 3:117; 5:82,165; 8:10,92,100,183,245,386; 10:91,479; 12:331,449,462; 
14:93,141; 17:497,502; 18:265; 19:352; 20:492, and see consumer testing 
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biased, 14:251,403 
error control, 12:462 
interview, 14:252 
interviewer training, 12:464 
mail, 9:265; 14:250; 16:182 
nonresponse, 14:250, and see nonresponse sampling 
response rate, 9:265; 10:91 
symmetrical, 20:756,908 
systematic, 1:29,48; 2:3; 3:102; 4:223; 14:81; 15:270; 17:416; 20:553,910, and see 
nonrandom sampling, selective sampling 
time series, 9:264; 12:231 
truncated, 19:640 
two-stage, 20:757,902 
unit, 19:324 
variable, 15:492 
Sanitary engineering, 6:117,127, and.see chemistry, microbiology 
Scale, 3:50; 5:77,80; 6:1,145; 7:114,122; 9:29,109; 10:166,481; 11:76; 12:87,381,398, 
416; 13:51,409,496; 14:33,4386; 15:405,576; 16:87; 17:173,253,372; 19:88,386; 
20:198, and see fish, metric, score 
are tangent, 17:189 
hedonic, 19:215 
optimal, 18:258; 20:592 
parameter, 17:503; 19:90 
subjective, 17:408; 20:592 
Scatter diagram, 5:30,41,51,122,172,230,238,247; 18:470 
Scedasticity, 3:12; 4:25; 5:261,283; 6:10,101,377; 7:366; 9:471; 13:164; 15:155; 
17:167; 18:2,105, and see homogeneity of variance 
Schick conversion rate, 11:85 
Score, 1:43; 2:11,68,124; 4:272; 5:78,340; 6:1,178,213,221,227; 7:114,268,380; 
8:7,112; 9:1,24,40,118,180,197,264,267; 10:131,184,309,376,435; 11:240,335, 
376,465; 12:127,394; 13:55,177,496; 15:405,590; 17:305; 18:117; 19:199,549; 
20:319,596, and see discriminant function, metameter, rank, scale, sensory test 
adjusted, 19:224 
analysis of, 3:50; 9:29; 10:63 
critical, 17:317 
discrete, 19:396 
dispersion of, 19:216 
distribution of, 14:568 
| for ranks, 1:80; 3:49; 9:29 
iterated, 11:50 
matrix of, 12:400 
maximum likelihood, 15:186 
method of, 17:128 
ordinal, 19:663 
system, 20:148,494 
tournament, 11:49 
vector, 19:225 
asymptotic, 19:227 
Screening, see test 
Segregation, 18:579 
genetic, 18:545 
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ratio, variance of, 20:809 
test of, 18:580 
Selection, see balance, design of experiments, randomization, rejection of data, sampling 
stop rule 
bias, 17:505 
consistency in, stochastic, 19:215 
differential, 19:21; 20:47 
family, 20:118 
genetic, 2:77; 3:180; 4:223; 6:104,203,208,227,353; 8:89,176,185; 9:90; 11:139; 
13:442,549,550; 14:571; 15:138,140,141,147,159,307; 16:135,292; 19:287,556 
against recessive, 19:368 
conditional, 18:120 
correct, probability of, 18:379 
differential, 18:407 
effect of linkage, 17:506 
equilibrium under, 15:20; 19:368 
errors in, 18:122 
estimate, sampling error of, 16:126; 18:390 
expected gain, see rate of progress 
family, 20:118 
optimum size, 15:376,417,513; 16:296,408; 20:124 
index, 15:10,469; 16:412; 17:501,502; 18:120,264,266,375; 19:85,93; 20:46,395 
base, 18:387 
comparison of, 18:376,391 
correlation with true worth, 18:375 
estimated, 18:390 
family, 20:118 
linear, 19:87 
optimum, 18:387 
reduced, 18:389 
simulated, 19:654 
statistical properties of, 18:375 
variance, 18:388 
weights, 18:377 
indirect, 20:395,663 
linkage interaction, 20:660 
mass, 20:663 
model, 20:222 
population size effect, 16:412 
prediction, 15:146 
response to, see rate of progress 
restricted, 15:10 
sampling studies of, 20:388,393 
table for estimation of, 6:211 
truncation, 19:654 
multistage, 20:577 
natural, 1:7,74; 6:353; 7:119; 12:216; 15:20; 16:38,61,135, and see evolution, 
genetics 
ogive, 19:50 
restricted, 15:10 
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single-stage, 19:558 
statistical, 19:554 
truncation, 15:11; 20:46 
Self-fertilization, 19:2 
partial, 19:12 
Sensitivity, 16:169,392; 19:386; 20:132,209,733 
data, 13:496, and see quantal response 
of experiment, 15:405; 20:378,479 
Sequential 
experiment, 2:113; 6:59,228,230,245; 8:183,188,286; 9:24,262,428,523; 10:5,30, 
89,169,317; 12:229,283; 14:132,144,292,563,564,565; 15:318,334,551,612; 
17:48,657; 18:52,212,254,424; 19:61,177,507,657, and see average sample 
number, decision, design of experiments, life testing, quantal response, sampling 
closed, 18:203,210 
comparison of, 19:504 
efficiency of, 18:64 
factorial, 19:661 
multiple-decision, 14:408 
multivariate, 15:493 
truncated, 17:504; 18:203; 19:73 
sampling, 6:59; 7:300; 8:286; 9:191; 10:89 
Serology, 1:20,37; 3:50,70,173; 4:141,143,197; 5:277,289; 6:323,345; 9:61; 10:172, 
445; 11:83,114; 14:143; 17:33; 18:212,516; 20:389,398, and see blood groups, 
complement fixation, hematology, immunology, tuberculin 
Service, computing and consulting, 1:6,23,47,53,83; 2:33,71; 5:256; 15:164 
presentation of results, 10:54 
Set 
intersection of, 19:85 
selection of, 19:85 
reference, 12:32; 20:17,352,385 
of experiments, 20:541 
sub-, selection of, 13:414 
transformation, 20:725 
union of, 19:85 
selection of, 19:85 
Sex 
-gap, 20:515 
ratio, 2:58; 3:100; 5:49,86; 8:388; 9:212; 10:93; 16:23; 19:666; 20:384 
distribution of, 20:794 
model, 20:800 
Sheppard’s correction, 1:76; 8:18; 10:157; 11:237; 15:151,436; 18:483 
Shrimp, 8:323 
Significance, 11:11; 13:511; 15:336; 20:428 
factor, 20:639 
level 
biased, 19:658; 20:431 
selection of, 11:14,277; 19:66 
true, 19:665 
non-, 1:8; 2:113; 6:143,294 
region, 11:24 
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Significant cut, 7:50 
Simulation, 20:34,392,393,578,660, and see sampling studies of statistical problems 
modified, 18:76 
Skewness, 2:68,73; 3:25,174; 5:263,287; 6:14,103,114,174; 8:332; 9:11; 10:183,196, 
429,543; 13:71; 15:466; 16:251; 17:528; 19:73; 20:479,830, and see moments 
Slide rule, see computation, nomography 
probit, 1:46 
Smoothing, 12:161; 18:87, and see curve fitting, moving average 
Social 
order, 18:124,594; 19:657 
score, 18:594 
Sociology, 2:70; 5:77,86; 9:283; 11:250; 13:242,270,468; 17:13; 18:630; 19:365,502, 
638,666, and see behavior, communication, demography, economics, education, 
opinion, psychology, rumor, social order ; 
Soil 
analysis, 20:873 
heterogeneity, 1:13; 3:34; 4:113; 6:318; 10:103; 12:228,362; 14:207; 19:273, and 
see agronomy, field experiments 
sampling, 1:77; 5:174; 8:386 
science, 1:27,30; 2:5,28,64; 3:29; 7:301; 9:189; 11:427; 18:427 
treatment, 10:291 
Spearman estimate, 17:79 
-Karber, 17:500 
Species, number of, 20:302 
Specification, 18:53 
Specificity, 20:733 
Spectrography, 9:135 
Spectrum, discrete, 20:827 
Sphere, dispersion on, 15:642 
Split plots, 1:14,16,31; 2:43; 4:118,211; 6:164,301,368; 9:31,157,298,429,533; 13:396, 
506; 15:39; 16:451; 17:144; 18:284,413; 19:663; 20:204, and see strip plots 
covariance adjustment, 12:23; 13:268,279,396 
tests of significance, 12:23 
Squariance, 11:338, and see variance 
Stability, 19:419 
Standard, 20:146 
deviation, see variance 
error, see variance 
-ization, 17:33,186,657 ; 18:13; 20:852 
treatment, 12:491; 17:111,452 
variety, 1:13,14; 2:30; 6:202; 20:1, and see check plot 
State 
absorbing, 19:607; 20:649 
multivariate, 19:365 
probability, 19:597 
space, 19:410 
steady, 18:628 
stochastic, 16:231 
transient, 18:399; 19:607; 20:649 
transition, 19:603 
Statistical methods, research needed, 16:394; 18:37 
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Statistics curricula and syllabi, 1:5,22,33,52,65,83; 2:32,70,98; 3:179; 4:87,220; 
5:94,96,344; 6:87,231; 7:130,449; 8:100; 9:116,273,518,538; 10:160,161,162,192; 
11:213,254; 19:207; 20:932 
Statistics texts and periodicals, 12:449; 15:181,510; 16:308; 18:639; 19:195,501, 
679; 20:217,218,220,221,375,652,653, and see bibliography, reviews 
Steepest ascent, method of, 9:65; 10:6,30; 11:288,318; 12:21; 17:48 
j Sterility, self-, 20:903 
Stevens, W. L., obituary, 15:643 
Stirling 
approximation, 12:170; 15:325 
numbers, 16:525 

Stochastic 
approximation, 15:551; 18:264; 19:504 
process, see process 
region, 18:79 

Stop rule, 10:94; 13:421; 15:555; 16:510,534; 19:366 

Stratification, 13:373; 19:155,175; 20:840, and see sampling 

Strip plots, 12:347; 17:148, and see split plots 

Structural analysis, 11:126; 12:445; 14:125; 15:236; 16:311,464,481 

Structure, 7:36; 10:308; 12:31,226,230; 14:123; 17:107,137 

diagram, 18:266 
variability, see variance 
Student’s t, see ¢ test 
Subclass numbers 
disproportionate, 1:11; 2:21; 6:179; 7:11,118,318; 9:226,253,264; 11:441; 12:107, 
338; 13:333; 18:261; 19:629,658,661,662; 20:206,380,386,430, and see analysis 
of variance, fitting constants, least squares, missing data 
expected, method of, 2:10; 7:11 

Subjective evaluation, 14:33; 17:408, and see judging, sensory test 

Subtractivity, 20:601 

Successive approximation, see iteration 

Sufficient statistics, 6:17; 7:338; 8:173, 92,391; 9:463; 10:150,170,178; 11:149; 
12:213; 13:28,411,414,421; 14:455; 15:441; 17:2,121,585; 18:221; 19:36,348,533, 
and see consistency, efficiency, estimation, maximum likelihood 

Summary table, 12:355 

Surveys, see health, questionnaire, sampling 

Survival, 20:905 

curve, 9:201; 10:371,531; 17:173; 18:629: 19:30, and see dose-response curve, 
mortality, time-response curve, wear Curve 
comparison of, 19:307 
rate, 20:797 
time, 3:175; 6:99,104,120; 8:37,90,271,308; 10:555, and see time-response curve 

Switchback, see crossover design 

Symmetric functions, 18:108 

Symmetry, 5:81; 6:259; 13:410; 15:46; 19:103 

Synergism, 18:188; 20:224,566,884 


T 
Tables, miscellaneous, 1:69; 2:4,12,68; 3:41; 5:86,106; 6:115,354; 7:219,281; 8:200, 
279,305; 9:324,450,487; 10:29; 11:37,72,159,177,195; 12:54,279,449; 13:28,54, 
366,443,500,515; 14:270,371,423,515; 15:23,26,120,264,319,379,410,422,428, 
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570,616; 16:54,205,531,638,675; 17:52,91,126,244,291,322,408,495,496,501,507, 
533,544,561,593,652; 18:44,61,70,96,142,397,458; 19:69,126,169,178,218,266, 
295,355,391 ,402,462,472,591,678; 20:62,76,97,100,115,127,488,517,637,640,762, 
and see graphics, nomography 
graphical, 6:426; 7:206; 10:55,320; 12:168,172,220; 15:220,381; 16:206,208 
Tag, 19:28,41,423, and see ecology, radioactivity 
Target theory, 15:493, and see radiology 
Taste 
blindness, 1:21 
test, see sensory test y 
threshold, 16:41,245 
Taxonomy, 1:39,55,74; 6:184; 7:182; 8:172,177; 9:117,176; 13:183,238,408; 14:291, 
440; 16:29,489; 17:331; 18:455; 19:368; 20:294,383,399, and see evolution, 
genetics, morphology, number of species, phylogeny 
Taylor series, 16:359; 17:122 
Teaching of statistics, 5:96; 6:85; 11:118,213; 12:93; 15:182,508; 19:192, and see 
statistics curricula and syllabi 
aids, 2:97 
methods, 5:95 
Temperature, effective, see comfort 
Test, 3:3,22,40,137; 4:214; 5:75,84,236; 6:14,17,100,114,179,192,237,298,400; 7:13; 
8:11,36,275; 9:11,45; 10:92,167,375,479; 12:449, and see acceptance area, 
approximate significance level, conclusion, confidence limit, g statistic, inference, 
least significant difference, operating characteristic, rejection area, studentized 
extreme deviate 
-ability, 20:683 
accelerated, 13:497; 19:130 
a posteriori, see posterior 
approximate, 1:26; 5:75,84,101,211; 6:308; 12:224; 13:510 
asymptotic, 17:142 
asymptotically equivalent, 15:3 
Behrens-Fisher, 3:64; 5:337; 6:192; 7:5,19; 9:61; 13:299; 18:634; 20:16,343,486 
approximate, 20:191 
multivariate, 15:395; 18:7 
power of, 6:192 
biased, 12:224 
borderline, 20:437 
choice of, see selection of 
combination of, 1:84; 3:125; 5:338; 9:76,255; 10:433; 11:201,249; 13:318; 19:315, 
484 
combinatory, 10:311 
composite, 5:75; 7:18,73; 9:531; 10:410 
compound symmetry, see symmetry test 
conditional, 15:136 
configural, 20:895 
consumer, 14:39; 15:582; 19:385, and see sample survey, sensory test 
correlated, 12:29,69 
destructive, 6:229, and see life test 
difference from control, 19:385 
distribution-free, see nonparametric 
duo-trio, 9:43; 19:385,398; 20:148,617, and see triangic test 
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efficiency, 1:81; 6:167; 11:249; 18:118; 19:70,637 
loss of, 19:158 
exact, 3:19; 5:101; 6:299; 8:116; 9:305; 10:73,420,446,516; 12:224,264; 13:113, 
370,387; 14:3; 15:452,487; 16:44; 17:133; 19:178,655, and see inexact 
conditional, 17:595 
F, see variance ratio test 
hedonic, 19:214 
Hotelling’s 7, 7:61; 9:20,259; 10:518; 15:390; 16:42,555; 17:167; 18:1; 19:507; 
20:861, and see multivariate test 
independent, 11:15 
inexact, 19:332 
interpretation of, 1:8,26,38,70; 2:10,14,16,27,29,38,47,56,95,107,113,123; 3:98; 
4:264; 7:299,312; 9:398; 10:417,445; 11:6,211,343 
Lagrange multiplier, 20:836 
least significant difference, 1:80; 2:31; 3:79,92; 4:214; 6:14; 9:43,147; 10:167; 
11:34; 12:230 
protected, 13:513 
life, see life testing 
likelihood ratio, 12:264; 14:200; 16:177,255,556; 19:219 
logic of, 1:47,51; 2:29; 12:31 
median, 19:59 
sequential, 19:74 
mental, see psychological 
multiple, 5:84; 9:262,531; 10:168,447; 11:1 
comparisons, 11:33; 12:230; 14:568; 15:560,588,636; 17:176,324,326,539; 
18:265,601; 19:27 
with control, 20:482,914 
multivariate, 4:50; 5:78,81; 6:259,308,374; 7:51; 9:20; 10:211; 11:204; 13:419; 
16:41; 17:496,541; 18:22; 19:478 
non-normal data, 2:73; 5:242; 6:191; 10:303 
nonparametric, 1:80; 3:119; 6:177,407; 7:36,116; 8:14,29,33,295; 9:109,260; 
10:62,303,532; 17:183,539,657; 19:220,506; 20:182,223,318,659, and see 
order statistics, rank, sign test, U statistic 
efficiency of, 1:81; 6:282 
of trend, 6:282 
normal deviate, 1:60; 6:412; 7:26; 10:429 
multiple, 11:14 
normality, 8:18 
effect on, 11:278 
of additivity, 5:232; 10:413 
of boundedness, 17:166 
of dimensionality, 16:29 
of distribution, 17:507; 18:343 
of homogeneity of covariance matrix, 18:2 
of homogeneity of distributions, 18:366 
of independence, 19:457 
of linearity, 1:75; 3:137; 4:104; 5:88,211,266; 7:210; 10:213,423 
of order, 18:245; 19:188 
of parallelism, 1:58; 3:80; 4:104; 5:266; 7:210, and see regression 
of significance, 12:354; 13:57,273,511; 14:10,112; 15:154,157; 16:166; 19:213,400; 
20:308,324 
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preliminary, 20:427 
Type I error, 11:11 
Type II error, 11:14 
of significance of 
correlation, 1:71; 2:27; 3:54 4:163; 6:251; 11:362 
homogeneity of, 18:352 
multiple, 2:27; 13:498 
difference, 6:114 
approximate, 13:407 
between correlations, 15:135 
between means, 1:74; 5:100; 8:33; 12:230; 15:486,562; 20:347,890 
adjusted, 2:46,54,58; 4:244; 12:23; 15:486 
between median effective doses, 15:427 
between proportions, 2:95; 3:100; 12:283; 19:665 
between regressions, 3:47; 17:637 
of location, 15:562 
differential viability, 7:271 
dominance deviation, 4:263 
extreme deviate, 3:28; 9:84; 10:425; 11:40; 15:539 
table, 9:89 
fitted constant, 2:23 
interaction, 11:278; 19:232 
largest difference, 1:26; 5:99,250; 7:299, and see multiple range test 
largest value, see extreme deviate 
mean difference, 2:95 
nonadditivity, 5:84 
nonnormality, 3:26 
range, 1:26; 2:16 
regression, 2:62; 4:160,249; 6:282; 8:115,384; 11:375; 13:285; 18:114; 19:332 
intercept, 3:66 
results suggested by data, 5:100; 6:166; 9:74,534; 10:425; 12:358; 19:309,401, 
483, and see result-guided procedures 
variance, 12:264; 14:437 
ratio, noncentral, 13:497 
vector, 19:498 
‘zero’ class, 12:268,282 
one-tailed, 1:60; 3:25,119; 8:204,391; 10:70,543; 13:502; 15:563; 18:265; 19:159, 
188; 20:892 
optimum, 11:17 
paternity, 12:226, and see blood groups, genetics 
permutation, 10:303; 16:50; 19:308, and see nonparametric test 
power of, 1:49; 3:22; 6:179,189; 8:222,391; 9:75,84; 10:142,303,417,449,479; 
11:9,64; 12:31,34; 14:426; 15:336,385,419,441; 16:86,583; 17:176,501; 18:208; 
19:136,159,176,190,326,366,507 ; 20:188,437,633,775 
discriminating, 17:11 
efficiency, 19:393 
loss of, 19:178 
psychological, 5:77,78; 8:388; 9:265,267; 13:409; 14:440; 15:401 
psychomotor, 16:550; 18:524 
Q, 19:220 
randomization, 16:49; 18:629; 19:307,666; 20:317 


id 
= 
4 
ij 


SUBJECT INDEX 93 


range, 5:105,333; 9:262; 11:1; 12:230; 13:413 
fixed, 13:511 
multiple, 11:1,26,212; 12:307; 13:13,164,314,511; 15:495 
Duncan’s, 12:307; 13:13,513; 16:133,134,553,671; 17:321,540; 18:265 
interpretation of, 11:6 
Newman-Keuls, 17:540; 18:265; 20:459 
power of, 11:2; 13:174 
Tukey’s, 11:31; 13:13,513; 17:540; 18:265 
studentized, 13:512 
rank, 20:182 
power of, 19:72,505 
sequential, 19:64 
sum, 15:560; 17:175,539; 19:58,332; 20:183,892 
robust, 10:303 
Scheffé’s, 11:35; 20:459 
screening, 12:311; 17:177,181,185,186,447,658; 18:208,424,622; 19:59,385,553; 
20:73,380,483,576,730,892,913, and see bioassay 
design of, 19:561; 20:382,388 
multistage, 19:429 
selection of, 7:51; 11:383,435; 19:70,479; 20:18 
sensitivity, 6:229 
normality effect, 20:478 
robustness, 20:478 
sensitivity of, 2:96; 3:22; 5:176; 6:305; 10:417,458; 16:46; 19:479 
sensory, 2:123; 4:80; 5:337; 6:1,102,206; 7:64; 8:75,95,96,218; 9:22,39,107,264, 
296; 10:61,167,375; 11:335,406; 12:127; 13:9,51,113,496; 14:39,548,566; 
15:157,298,382,492; 16:245; 17:251; 18:267; 19:213,385, and see fatigue, 
judging, masking, preference, psychology, score, subjective evaluation, taste 
blindness, triangle test 
appearance, 17:499 
color, 13:504 
confidence limits, 20:150 
flavor, 2:13; 3:104; 6:1; 9:1; 10:391,521; 11:63,335; 12:234,381; 13:55; 19:223; 
20:223,592 
homogeneity of data, 11:65; 19:220 
number of samples, 6:1 
odor, 2:11; 6:1; 20:223 
quality control, 12:234; 20:143 
randomization in, 12:128 
serial, 12:234 
simultaneous, 12:234 
standards, 20:146 
sequential, 6:61; 10:311; 17:176,178,179,622; 19:58; 20:388,892 
graphical, 17:649 
median, 19:74 
power of, 10:312 
rank, 19:58; 20:379 
sign, 1:81; 2:95; 8:295; 9:109; 10:487; 13:410; 15:496; 16:86; 17:326,650; 18:340; 
19:175; 20:914 
simultaneous, 20:459 
computation of, 20:462 
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size, 20:437 
multiple-comparison, 18:265 
power of, 19:176,507 
sequential, 19:59,176 
Smirnov, 19:490 
stepwise, 19:479 
studentized, 5:101; 12:230 
range, 13:512 
successive, 5:100 
symmetry, 5:81; 6:259 
tables, 6:280 
t, 1:8,26,38,59; 2:13,27,38,96; 3:14,24,98,101; 4:214,272; 5:101,124,210,337; 
6:123,191,298; 7:52,125,299,315; 8:5,222,384; 9:16,32,66,109,314,531; 10:96; 
14:568; 15:136; 17:181; 19:70,388,637; 20:18,863, and see Behrens-Fisher 
test, confidence limits, Hotelling’s T 
approximate, 20:195 
computation, 7:315 
grouped data, 11:237 
multiple, 11:24; 13:513; 17:324 
noncentral, 8:29; 13:535 
nonnormal data, 6:191; 17:182 
one-tailed, 3:25; 5:287 
paired, 18:25 
power of, 1:50; 7:312; 8:222; 11:248; 17:182 
sequential, 19:61 
symmetric three-decision, 11:19 
two-tailed, 3:24 
transformation, 5:284 
triangle, 4:80; 5:337; 6:102; 9:24,43; 10:521; 11:63; 14:566; 157300; 17:251; 19:385; 
20:145,608 
two-tailed, 1:70; 2:56; 3:24; 4:264; 6:286; 7:19,222; 8:36,391; 13:503; 18:158,265; 
20:892, and see one-tailed test 
unweighted means, 15:336 
validity of, 2:18,47; 8:170; 10:290,401,436,479 
variance-ratio, 1:19,25,26,49,70,80; 2:14,16,27,37,38,44,55,56,62,74,113; 3:14,24, 
54,94,96,98,137,195; 4:268; 5:75,102,242,250,265; 6:130,178; 7:6,19,51,125, 
168,299; 8:125; 9:20,147,337,414,473,529; 10:70,108,167,196,261,287,408,440, 
516,562; 11:444; 12:23,52; 14:437; 16:662; 18:414,457; 19:635; 20:459,772, 
and see incomplete beta function 
approximate, 4:263; 6:375; 7:20; 10:113,410; 11:144,395; 13:275; 19:636; 20:195 
table, 7:23 
biased, 12:224 
dependent, 20:436 
errors correlated, 1:71; 2:55; 6:265; 14:437 
errors heterogeneous, 11:395; 12:82 
final, 20:436 
F less than unity, 1:70; 2:56 
F significantly small, 2:56; 18:158; 20:799 
generalized, 7:61, and see multivariate analysis 
multiple, 11:1,32,505, and see multiple range test 
noncentral, 19:388,658 
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nonnormal data, 6:191 
power of, 3:14; 7:6,21,125; 9:75; 10:267,303; 11:398,444; 16:593; 20:436 
significant, procedure when, 11:1 
variances unequal, 11:395 
variances heterogeneous, 6:14; 10:303; 13:12, and see Behrens-Fisher test 
Wald, 20:836 
Wilcoxon, 15:640; 17:543 
power of, 17:182 
robustness of, 17:183 
z, see variance ratio test 
Tetrachoric function, 18:342, and see tetrachoric correlation 
Tetrad, 4:11; 6:182; 7:60 
Tetraspore, 7:118 
Theory, see biometry, hypothesis, law, model 
germ, 19:665 
Therapeutic index, 17:186,658; 20:380 
Thiamine, see vitamin 
Three-quarters life, 17:127 
Threshold, 8:15,175,388,389,390; 9:263,279; 10:185; 11:335,481; 12:491; 15:492; 
16:87; 18:342 
Tie, 17:649; 19:188,213 
Time series, 1:16; 3:57; 5:243,337; 6:176,191,283,364,437; 9:264; 12:334; 13:19,241, 
245; 14:1; 15:340; 17:391; 18:520,626,627; 19:368; 20:869, and see correlated 
errors, cycles, economics, harmonic analysis, moving average, stochastic process 
Time to failure, see life 
Tolerance, 11:174; 12:72; 15:593; 16:397,488; 19:532; 20:770 
correlation of, 15:596; 19:517 
distribution of, 20:770 
bivariate, 19:517 
Topology, discriminatory, 13:185, and see discriminant function 
Tournament, 14:568; 19:213,224,563,663 
scoring, 11:49 
Toxicology, 1:4,42,48,80,85; 2:57; 3:44,172; 5:83; 6:298,326; 7:120,321; 8:13,2.9, 
311; 10:143,155,291,310; 11:174,243; 12:227,233,515; 14:168; 15:462,592; 
16:382; 17:186,188,501,658; 18:212,263; 19:530; 20:913, and see bioassay, 
pharmacology 
Trace, 18:26 
Tracer, 16:212,642; 17:189; 18:104; 20:397, and see radioactivity 
Traffic, 20:909, and see queue 
Trait, all-or-none, 20:378 
Transect, 14:385; 18:579; 19:603; 20:164,891 
Transfer method, 14:453 
Transformation, 1:85; 2:76; 3:26,39,174; 4:91,197,211; 5:73,86,166,237,261,282; 
6:145,180,210,343,345,437; 7:120,212,235; 8:249; 9:50,191,209,427; 10:62,130, 
563; 11:249,465,481; 12:85,386; 13:39,64,183,415; 14:6,34; 15:155,160,164,330, 
593; 16:167,382,659; 17:1,180,209; 19:92,167,487,504, and see bioassay, canon- 
ical analysis, logistic, model, recurrence relation, variance of function 
additivity, to increase, 17:209 
angular, 1:15,43; 3:45,62; 6:10,180,321; 8:2; 9:45,467; 10:130,447; 11:483,498; 
12:513; 13:407; 15:424,540; 16:107,167; 17:5,372; 20:758,797,884 
table, 9:470 
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arc hyperbolic sine, 3:43; 9:384; 20:774 
arc sine, see angular 
by differencing, 6:364 
choice of, see selection 
effect of, 2:74; 3:174; 12:123; 14:34 
eliminating interaction, 20:390 
empirical, 10:137 
equivalent deviate, 9:467 
‘Hadermar’ (Hadamard), 15:330 
Helmert, 15:330 
homoscedastic, 16:340; 18:354; 20:782 
inverse, 17:1 
inverse hyperbolic cosine, 15:330 
inverse sine, see angular 
Laplace, 17:350; 19:348,506 
legit, 6:357; 10:131 
table, 6:357 
linear, 6:378; 11:175,207; 13:416; 14:123; 15:22 
logarithmic, 1:11,43; 2:74; 3:25,39,43,195; 5:72,264; 6:114,146; 7:113,174; 8:217; 
9:290,425; 10:196,263,412,532,564; 11:248; 14:109; 15:628; 17:554; 19:497, 
533, and see loglog 
log (x + c), 2:74; 10:147,564 
log dose, table of, 11:177 
logit, 1:39; 3:49,62; 4:199; 6:321,359,432; 7:302,327; 8:8; 9:471; 10:131,148,228, 
310,399,443; 11:337,481; 12:74,513; 13:29; 14:456; 15:490; 16:167,386; 
17:1,372,501; 18:93; 19:518,533; 20:183,593 
loglog, 5:130; 10:131; 17:1 
table, 5:136 
multivalued, 16:664 
multivariate, 16:42 
normal deviate, 3:49,104; 9:32,108; 12:513; 20:798 
equivalent, 19:517 
normality, 20:776 
normit, 11:337; 16:384 
of beta function, 15:493 
of proportion, 3:49; 15:155 
of rank, 2:76; 9:32,108; 10:392,525 
orthogonal, 11:175; 20:617,644 
power, 17:498 
probability, 14:19; 15:11; 16:659 
probit, 1:31,39,41,42,57; 3:41,47,62; 4:199; 5:83,85,86,130; 6:225,321,359,413, 
424,432; 7:302,327; 8:2,18,96,120,179,249,310; 9:329,468; 10:130,173,228,306, 
310,314,399,443,534,556; 11:84,174,337,481; 12:74,513; 13:30,157; 14:453,549; 
16:167; 17:94,372,501; 18:80,619; 19:507 
slide rule, 1:46 
table, 5:85,86; 6:426 
rankit, 13:53; 17:251 
reciprocal, 6:101; 10:532 
rectangular, 9:471 
ridit, 14:18 
selection-diffusion, see legit 
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selection of, 8:2; 10:564; 12:84,513; 14:466; 16:48 
squared hyperbolic secant, 11:337; 12:399 
square root, 1:43,85; 2:74; 3:41,91; 6:180; 7:174; 8:384; 10:135,446; 11:327,495; 
12:451; 16:486 
table of, 3:52 
tenderometer data, 19:492 
to linearize regression, 16:607 
to stabilize variance, see homoscedastic 
triangular, 6:186 
z, 3:45,98,127; 8:2; 10:137; 15:135; 20:478 
Translation alternative, see alternative hypothesis 
Treatment, see variety 
residual, 20:168 
selection of, 15:153; 18:27; 19:257,657 
standard, 20:1 
Tree crop, 6:164,168; 8:89; 9:428,429; 10:176; 11:99,125; 12:334,345; 14:140,142; 
19:276; 20:200, and see crop, forestry, horticulture, long-term experiments, 
perennials 
Trend, 1:38; 2:5,61; 3:137,154; 4:184; 5:41,76; 6:229,241,282,312,318; 9:260,304, 
339,429; 10:421; 11:375; 12:334,362; 13:415; 15:53; 18:12,114,259, and see 
regression, time series 
essential, 6:287 
individual, elimination of, 19:264 
plot, 15:33 
Triad, circular, 18:598; 19:214 
number of, 19:216 
probability distribution, 19:215 
stable, 19:215 
Tribolium, 16:19, 18:76; 19:341 
Triplets, 16:112 
Truncation, 17:57; 18:589; 19:454, and see censored data, distribution 
artificial, 10:549 
partial, 10:536 
Tuberculin, 3:173; 4:100; 5:300; 11:114; 17:33; 18:427; 20:275, and see Mantouzx 
Tuberculosis, 3:133; 4:204; 6:172; 10:195,313; 14:144,527; 15:92; 16:308; 20:730 
Tumor, 16:584; 19:665, and see cancer 
immunity, 18:621 
Twins, 8:187; 9:265; 12:85; 13:222; 16:110,304; 18:20, and see ériplets 


U 


Unequal subclasses, see disproportionate subclass numbers 

Uniformity data, 3:26; 4:100,115; 5:144; 6:34; 7:168,300,310; 9:412,429; 11:430; 
12:481; 13:66; 14:207; 15:273 

U statistic, 15:228; 18:124; 19:545 


Vaccine, 20:756 

Validity, 20:734 

Variable, see variate 
independent, selection of values of, 15:333; 19:130 
principal, 19:479 
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random, 2:106; 3:9,57,165; 5:191; 6:14,190,193,194,284; 7:18; 8:13,124,287; 
9:49,275,469; 10:178,460; 13:84,117,433; 15:544; 17:69; 18:590,633; 19:470 
stochastic, 17:137; 18:264 
Variance, see Behrens-Fisher test, biological variation, coefficient of variation, co- 
variance, genetics, mean square error, Sheppard’s correction, variance-ratio test 
about regression line, 2:105; 3:137; 5:69; 7:189,260; 9:502; 20:9 
adjusted, 17:112 
analysis of, 1:15,16,25,26,38,42,70,77,80,85,86; 2:7,14,16,25,26,31,36,37,56,58, 76, 
78,84,87,89,110,118,123; 3:1,22,49,72,91,97,137,138,195; 4:40,55,64,101,111, 
132,135,173,235,245,256,267 ; 5:11,68,72,84,88,99, 169,174,176,192,232,250, 
279;  6:8,25,99,178,259,293,295,368; 
8:57,74,86, 122, 169,238,265,374,382,384;  9:14,30,45,75,131,145, 163,244,263, 
300,337,387,422,429,434,468,501,528; 10:62,105,130,165,167,185,196,235,259, 
273,283,291,300,302,308,327,401,431,490,562; 11:123,178,190,201,259,400, 
427,441,499; 12:9,41,68,84,100,142,250,345,369,428,447,450,481,507; 13:5,20, 
36,55,139,200,261,333,413,454,505,514,537,541; 14:70,334,503; 15:30; 16:117, 
120,121,462,552,568,690; 17:258,450,562,659; 18:22,153,161,178,229,317,337, 
476,517,632; 19:102,139,172,183,256,267,467,629; 20:4,168,196,207,309,324, 
459,857,887, and see additivity, analysis of covariance, analysis of dispersion, 
analysis of groups of experiments, chi square, combination of data, degrees of 
| freedom, disproportionate subclass numbers, error, harmonic analysis, inter- 
action, least squares, long-erm experiments, main effect, missing data, model, 
multivariate analysis, orthogonal polynomials, path coefficients, pooling, regres- 
sion, structural analysis, test, transformation, uniformity data 
computation of, 1:18,85; 2:36,38,116; 3:6,30,47,137; 4:65,104,173,212; 5:5,149, 
234,330; 6:35,180; 7:124,289; 8:78,141,370; 9:168,308,391; 10:76,257,333; 
11:111,114,179; 12:110,345,390,498; 15:31,42,57,66,74; 16:164; 20:691 
electronic, 19:655; 20:691 
fixed effects, 11:123; 20:432,485 
hierarchal, 16:136; 18:529,538; 20:69,434 
interpretation of, 2:37,63; 5:84,99; 6:293; 7:70; $:384; 9:170,389; 10:187; 
11:139,259,276,290,410,428; 14:137,334; 15:52,68; 16:133,134 
of differences, 17:164 
of proportions, 12:85 
of triangular array, 11:453 
of two-phase experiment, 15:60 
of unweighted means, 19:635 
of variances, 7:113; 8:217 
population finite, 12:229 
power of, 9:75; 13:506; 15:340; 19:397,658 
proportional subclasses, 7:70, and see disproportionate subclass numbers 
random effects, 11:123,136; 17:608; 20:432,485 
relation to design, 12:365 
summary tables, 12:355 
three-way, 19:629; 20:443 
two-way classification, 19:629 
approximate, 2:54; 3:167; 4:185; 9:60; 10:470; 11:198,359; 13:8; 17:95,368; 
18:112,571; 19:458,537 
asymptotic, 7:10,137; 8:24,318; 9:182,261,486; 10:404,548; 11:391; 12:174,215; 
16:362,519,585; 17:58,588; 18:69,112,573,604; 19:35 
average, 12:34,358,372,407 
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biased, 8:347; 9:79; 15:436; 19:458 
binomial, 20:884 
portion, 12:84 
complex, 2:110; 3:64; 4:135 
components, 1:18,25,43; 2:7,15,27,34,37,77,110; 3:4,31,75,92,98; 4:64,107,127, 
135,223,234,254; 5:72,151,189; 6:8,25,80,346,368; 7:1,17,36,70,75,83,97,258, 
287,301; 8:58,238,265; 9:226,262,337; 10:57,155,165,239,304,330,408; 11:123, 
136,204,237,329,416; 12:99,143,229,358,405,423,505; 13:225,282,550; 14:70, 
209,439,492,572; 15:49,141,470,515; 16:267,314,553; 17:145,438,490; 18:119, 
152,232; 19:616; 20:3,75, and see components of covariance, cumulant com- 
ponents, structural analysis 
coefficients, 18:529,537,618; 19:635 
computation of, 1:18; 5:192; 6:179; 9:227; 11:143; 12:339; 13:344; 15:61; 
17:607; 18:413 
confidence limits for, 6:136; 7:55,80; 11:144; 12:450 
functions of, 18:633 
estimation of, 19:180,305,654,662; 20:4,907 
binomial, 20:657 
expectation, 20:821 
genetic, 17:233 
interpretation of, 9:345; 12:405 
negative, 6:137; 7:4,41,89 
non-, 18:625 
nested, 19:654 
principal, 19:483 
variance of, 2:9; 7:55,77; 11:144; 12:433; 14:9; 17:361; 18:120; 20:122 
with covariate, 7:12 
composite, 20:3, and see complex variance 
conditional, 9:65; 12:273; 19:325 
distribution of, 2:9; 7:80; 8:177 
efiective, 5:156; 13:377 
environmental, 19:273 
error, 1:42,56; 2:3,31; 3:23,35,75,94; 4:156,181,212,215; 5:5,265; 6:25,43; 7:3,14, 
58; 8:58,93,125,170,239; 9:132,173,256,306,473; 10:32,504; 12:68,445,502; 
13:262; 15:414; 17:506; 19:663; 20:692 
computation of, 15:36; 20:4 
pooled, 19:625 
estimated, 9:447; 16:301; 17:273; 20:428,910 
biased, 15:123,436; 20:558 
distribution-free, 20:778 
exact, 12:359 
expectation, 11:123,141; 12:99; 19:305; 20:433 
finite, 18:375 
generalized, 18:43 
genetic, 2:9; 4:254; 6:104,141,204; 7:75,301; 8:89,389; 9:337; 10:165,312; 11:95, 
137; 12:404,415; 13:232; 14:350,492; 15:137,141,147,338,418,518; 17:174,475, 
483; 19:18,273; 20:122 
additive, 18:229; 19:19; 20:506 
components of, 12:433; 15:144,221; 16:369; 17:233,445; 19:19; 20:505 
dominance, 18:229; 19:19; 20:506 
epistatic, 19:19 
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negative estimate, 20:59 
nonadditive, 20:660 
genotypic, 17:232 
homogeneity of, 1:42,63,74; 3:12,92,195; 4:125; 5:263; 6:14,259; 7:19,103,113, 
189; 8:242; 9:11,61,210,427,468; 10:104,244,516; 11:232,340,395; 12:83,265, 
279,391,398; 14:74; 15:61; 16:94; 17:90; 18:105,521,621; 19:73,663; 20:154, 
281,430, and see scedasticity 
multivariate analogue, 6:386; 16:548 
non-, 13:13 
infinite, 18:375 
interblock, 2:58; 5:5,151; 6:25; 11:406, and see information 
interspecific, 18:457 
intrablock, 2:58; 5:5,154; 6:25,43; 11:406; 18:514 
intraspecific, 18:457 
large-sample, see asymptotic 
matrix, see covariance matrix 
mean, 3:47; 4:71,110; 5:156; 6:49; 8:132; 9:148,221 
minimum, 18:573; 19:617, and see minimum variance estimation 
negative, 5:72; 11:441; 12:445 
of adjusted mean, 2:42,53,58,118; 3:77; 4:71; 6:27; 7:292; 10:70; 11:436; 12:251, 
366,372; 13:6,15,117,269; 14:116; 18:412 
of asymptote, 7:259 
of chi square, 10:462 
of correlation, intraclass, 15:219 
of count, 8:59 
of criterion, 6:259,285 
of dependent variable, 1:37 
of difference, 2:113; 9:312; 13:6; 18:596 
mean, 19:173 
of means, 2:36,46; 6:248; 8:42; 9:533; 10:336; 15:51,78; 17:452; 20:6,176,700, 
709,716 
adjusted, 4:71,181,244; 5:6,86,156,159; 6:27,47; 8:43,78,125; 9:131,148; 
10:71,261,277,288; 11:402; 12:34; 13:368,377; 16:15; 17:116; 19:266 
average, 20:204 
of intrablock estimates, 18:514 
of proportions, 20:854 
of estimate, 3:166; 4:106; 6:218,401; 7:137,156; 8:5,27,279,333; 9:94,181,202, 
293,321,400,463,486,508; 10:178,230,404; 11:251; 12:218; 13:438; 14:201; 
15:154; 16:106,357,570; 20:877 
of heritability, 10:312; 11:146 
of independent variable, 5:141; 19:463 
of mean, 19:616 
unweighted, 19:333 
weighted, 19:336 
of potency, 13:135,143 
of regression coefficient, 13:117 
of variance component, 7:4,87 
of extrapolation, 7:257 
of frequency, 12:273 
of function, 2:96; 20:49 
linear, 3:11; 10:424 
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of gene frequency, 1:27 
of genetic correlation, 11:357; 15:469; 17:359 
of intercept, 3:61; 5:140; 7:261 
of mean, 4:135; 5:191,205; 7:86,97,312; 8:388; 9:59,173; 10:105; 12:143; 18:523; 
19:616 
difference, 2:31; 14:379,505; 19:173 
score, 10:437 
unweighted, 9:451; 19:333 
weighted, 9:59,449; 10:126; 19:336 
partially, 10:127 
of median, 9:75 
of product, 6:411; 7:301; 8:108; 17:172 
of proportion, 1:15; 6:391; 9:291; 10:480; 16:180; 17:31; 18:571; 19:159,453 
of rank total, 3:119 
of ratio, 5:335; 6:411; 15:483; 16:519 
noncentral, 13:497 
of regression coefficient, 1:37,60; 2:34; 4:30; 5:140,208; 7:65; 9:313; 11 am 367, 
378,435,484; 13:117; 16:348; 17:286 
of regression estimate, 4:252, and see adjusted mean, intercept 
minimum, 9:332 
of run length, mean, 18:581 
of scale parameter, 17:503 
of score, 6:8 
of sex ratio, 3:101 
of survival rate, 15:637 
of threshold, 16:256 
of total, 2:31; 8:112 
of treatment mean, 19:166,173,266 
of variance, 2:110; 3:45; 9:66,267,463; 16:369 
phenotypic, 11:137,360 
plant, 19:273 
plot, 19:274 
proportional to power of mean, 17:498 
pure, see component of variance 
ratio, see test 
confidence limits, 11:146,407; 12:99 
noncentral, 13:497; 15:406,420 
ratio of, 20:478 
rectangular lattice, 5:85 
regression on age, 9:267 
related to mean, 2:3; 3:23,32,40,91; 5:72,301; 6:1,100,129,318,435; 9:45,468; 
10:117,196; 12:82,85; 13:485; 16:1; 17:498, and see correlation of mean with 
variance 
replacement, 7:56 
residual, see error mean square 
sampling, 3:92,100,163; 4:226,235; 5:174,189,340; 6:60; 8:287; 9:173,176; 11:105; 
12:169,180; 16:265; 19:616 
separation of, 7:103, and see component of variance 7 
stabilization of, 18:354 
structure, 20:542 
subnormal, 3:175; 20:797 
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test of, 10:421; 14:565 
theoretical, 9:471; 11:123; 16:174; 20:804,884 
weighted mean, 20:6 
Variate, see variable 
auxiliary, 19:352 
canonical, 11:206 
fixed, 12:31 
independent, see regression 
instrumental, 7:34; 8:269; 13:290,302 
linear combination of, 19:479 
principal component, 19:479 
random, 12:31; 18:365 
selection of, 12:68; 15:416; 16:312 
standardized, 18:356; 19:460 
stochastic, 19:504 
Variation 
biological, 2:101; 3:15; 4:49,199,219; 5:128 
coefficient of, 1:50,67; 2:3,78; 3:26; 4:22; 5:161; 6:49,110,118; 8:59,92,108,177; 
9:43; 10:99,221,283,296; 12:182; 13:128; 15:158,475; 16:232,311; 17:368, 
627; 20:292,773 
of product, 8:64 
transformation of, 20:782 
Variety, see treatment 
Vector, 13:451; 16:236,272; 18:3,23; 19:47, and see matriz, multivariate analysis 
estimate, 19:48 
latent, 14:9 
mean, 18:560; 19:478 
Verification, 20:17 
Viability, 4:5; 5:305; 7:270; 13:451; 15:20 
Virology, 1:43,63; 2:34,81; 4:205; 6:169; 7:320; 10:229,511; 11:248,326; 13:11,149; 
15:1,61; 16:126,582; 18:185,212,261,568; 19:441; 20:756, and see half-leaf 
method, plant pathology 
mixed infections, 2:82 
Vision, 18:628 
Vital statistics, 16:308; 17:167, and see actuarial statistics, birth rate, clinical statistics, 
death rate, demography, medicine, morbidity, mortality, sex ratio 
Vitamin, 1:37; 6:294; 12:523 
A, 1:62; 3:173; 13:299 
ascorbic acid, 1:4; 2:78; 12:499; 20:274 
B, 5:277; 8:371; 12:501; 13:35 
D, 1:62; 2:34; 4:49; 5:277; 6:321; 7:215 
E, 1:61 
riboflavin, 2:78 
thiamin, 2:78 
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Walk, random, 1:7; 9:281,460; 19:597, and see random net 
Watkins, J. H., obituary, 4:276 

Wear curve, 6:362; 15:635 

Weber-Fechner law, 1:43; 11:335; 19:186 

Weber fraction, 14:548 
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Weeds, 18:292 
Weight, 1:39,41,48,49,60; 2:12,58,117: 3:11,29,41,47,62,78,99,102; 4:66,119; 5:5,86, 


130,157,168,303; 6:10,26,43,224,319,360; 7:64,190,289,302; 8:8,93,115,133; 
9:34,59,91,117,267,291,427,468,495; 10:101,133,155,335,412,431,443,546; 11: 
102,142,396,444,489,499; 12:25,123,325,371,434,513; 13:29,317,349,438; 14:118, 
207,287,471,574; 15:60,144,155,312,466,543,553; 16:170,282,375,384,401,484, 
569,593; 17:2,122,300,481,581; 18:36,117,407,413,605; 19:38,163,222,250,315, 
326,494,621,664; 


bias, 16:172 
economic, 19:87 


-ed 


squares of means, method of, 2:10,24; 4:244; 9:264; 11:443; 13:333; 20:430,691 


efficiency of, 9:447; 18:118,409 
genetic, 16:235 

optimum, 18:389 

partial, 10:119 

precision, 19:336 

random, 15:543; 19:163 
selection of, 15:70,554; 17:288 
semi-, 10:109 


Wild 


life, 13.548 


Winsor, C. P., obituary, 7:221 
Wishart, John, obituary, 12:340 
Wood decay, 6:296 
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sampling, 7:83 


Working 
angle, 12:514; 20:884 
maximal, 12:516 
probit, 12:513; 14:483 
value, 18:2 
Wound healing, 4:51; 8:224, and see growth 


x 


X-rays, see radiology 


¥ 


Yates’ correction, see continuity correction 


Yield 


forecasting, 18:628 
function, 18:291 
Youden square, 2:36,83; 7:117; 10:155,251,507; 11:57; 12:451; 15:393; 19:98, and 


see incomplete latin squares 


analysis of series, 19:171 


Z 


Zero-crossing, 13:416 

Zoology, 3:59; 7:300; 10:162; 11:352; 18:6, and see number of species 
Z test, see variance-ratio test 

Zygosity diagnosis, 16:110,305 
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